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SUMMARY

Guide : Ghosh, Amit (Dr.)

- One of the major unsolved problems in cholera epidemiology is the appearance

and diséppea.rance of different strains of Vibrio cholerae as the causative agent in an

- outbreak h For example, the El Tor strain which was always considered to be

harm ']gs;s’f" suddenly appeared as “the pathogen” in the 7th pandemic of cholera.

f}fher _ei;ample is the recent appearance of a strain of V. cholerae.

_ In 1992, a major event took place in history of the disease----a strain of V.
cholerae, which was subsequently shown to be a new non-01 strain, made its

appéﬁygﬁce in Southern India. These outbreak strains from India and Bangladesh were
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- V. cholerae 0139 staged a come back once again and within a short time became the

‘dominant strain.

The problem of disappearance and reappearance of strains is difficult to explain
and the factors determining the emergence, disappearance, of continued existence of

- }Sﬁéfticulai’clone of V. cholerae are not known. In the absence of any knowledge in this

8 t was of interest to know whether the reemerged strains are the same as the ones

S gt emsted before or they belonged to a new clones. In this thesis this problem was
" studied.

In this study, epidemic strains of V. cholerae were characterized at molecular

: 1evéIStud1es on the genesis of V. cholerae 0139 identified probable progenitor

twas observed that V. cholerae 0139 Synonym Bengal emerged from
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rains .eﬁccept two belonged to a hitherto undescribed ribotype. All “previoﬁs”

e ains harboured a “free” RS1 element away from CTX genetic element and

phage $0139 (also called K139).

??z.ppeéred‘ﬁ’om this study that though reemerged 0139 strains had an identical

previous 0139 strains isolated in 1992, but they have undergone a



-genetic flux at the CTX genetic element as the arrangement of CTX element in
reemerged 0139 strains was very different from that of the previous 0139 isolates.
0139 strains isolated in 1992 had two copies of tandemly arranged CTX genetic
element and two core regions are connected by tw6 RS1 elements. However, the

'_-_ﬁewly 'emg;gent 0139 strains had three copies of CTX genetic element present in

tandem,mth only one copy of RS1 connecting them. This RS1 element which is

anhfébt_ing' the core regions in the newly emergent 0139 strains was unconventional in

tﬁ_ef'éan;sé it had lost the conserved Bg/II site and gained HindII site.

. Even though the reasons for the emergence of 0139 and then the reemergence

of 01 and 0139 is not known, it appears that the reemerged 01 and 0139 strains had



