gi | 21361942| ref | NP 110446 2| NLPGVDVF LVPLLRAEC LW
gi|114663164|ref| P 001164470. 1| NKNLPGVGVF LVPLLRAEC L\
gi | 57087391 ref | XP_546875. 1] MLPGVGVF LVPLLRAECGFTVEALV
gi | 21312610] ref | NP_081745. 1] LLPGVGVF LVPLLRAEC L\
gi | 27659114] r ef | XP_226412. 1] LLPGVGVF LVPLLRAEC L\
gi | 62460418] r ef | NP_001014863. 1] NLPGVGVF LVPLLRAEG L\

gi | 71895607 r ef | NP_001025731. 1
gi | 118150470| r ef | NP_001071214. 1

gi | 21361942 ref | NP_110446. 2
gi | 114663164| r ef | XP_001164470. 1
gi | 57087391 ref | XP_546875. 1]
gi | 21312610] ref | NP_081745. 1]
qi | 27659114 ref | XP_226412. 1]
gi | 62460418 r ef | NP_001014863. 1
gi | 71895607 r ef | NP_001025731. 1
gi | 118150470| r ef | NP_001071214. 1
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I Tl LL v LVCI NI PPPLTRCI
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