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gi|6678868|ref|NP_032617.1| MKAPTVLAPGILVLLLSLVQRSHGECKEALVKSEMNVNMKYQLPNFTAETPIQNVVLHGHHIYLGATNYIYVLNDKDLQKVSEFKTGPVLEHPDC-LPCRDCSSKANSSGGVWKDNINMALLVDTYYDDQLISCGSVNRGTCQRHVLPPD   149
gi|13928700|ref|NP_113705.1| MKAPTALAPGILLLLLTLAQRSHGECKEALVKSEMNVNMKYQLPNFTAETPIQNVVLHGHHIYLGATNYIYVLNDKDLQKVSEFKTGPVVEHPDC-FPCQDCSSKANVSGGVWKDNVNMALLVDTYYDDQLISCGSVNRGTCQRHVLPPD   149
gi|188595716|ref|NP_001120972.1| MKAPAVLAPGILVLLFTLVQRSNGECKEALAKSEMNVNMKYQLPNFTAETPIQNVILHEHHIFLGATNYIYVLNEEDLQKVAEYKTGPVLEHPDC-FPCQDCSSKANLSGGVWKDNINMALVVDTYYDDQLISCGSVNRGTCQRHVFPHN   149
gi|114615578|ref|XP_001138791.1| MKAPAVLAPGILVLLFTLVQRSNGECKEALAKSEMNVNMKYQLPNFTAETPIQNVILHEHHIFLGATNYIYVLNEEDLQKVAEYKTGPVLEHPDC-FPCQDCSSKANLSGGVWKDNINMALVVDTYYDDQLISCGSVNRGTCQRHVFPHN   149
gi|50950181|ref|NP_001002963.1| MKAPAVLAPGILVLLFTLVQKSYGECKEALVKSEMNVNMKYQLPNFTAETPIQNVVLHKHHIYLGAVNYIYVLNDKDLQKVAEYKTGPVLEHPDC-SPCQDCSHKANLSGGVWEDNINMALLVDTYYDDQLISCGSVHRGTCQRHILPPS   149
gi|61657916|ref|NP_001013017.2| MKAPAVLAPGILVLLFTFVQKSNGECKEALVKSRMNVNMQYQLPNFTAETSIQNVVLHKHHIYLGAINYIYVLNDKDLQKVAEYKTGPVLEHPDC-FPCQDCSHKANLSGGVWKDNINMALLVDTYYDDQLISCGSVHRGTCQRHVLPPN   149
gi|45382601|ref|NP_990543.1| MKPVTAYPSGIILFLFALLQRSHGQCKEAAKKSEMNLNVKYDLPNFITETPIQNVVLYKHHVYIGAVNKIYVLN-ETLQNISVYKTGPILESPGC-APCEDCKDKANLSNSVWKDNVNMALLLETYYDDQLISCGSVSGGVCHRHIIPPD   148
gi|189537338|ref|XP_001922677.1| MTIHYSEAASILIILQSLWWGLNCQCEEPIESSKLDLSVTYDLPYFVSDTPIQKLLEINGTVYVGAVNRLYALS-KDLKKKHEYKTGPVHEGPDCKTPTDQCSGCENKPRNIN--NTNMALLMETFYDLELFSCGSVGNGVCSRHVLED-   146
gi|55742200|ref|NP_001007125.1| MTIHYSEAASILIILQSLWWGLNCQCEEPIESSKLDLSVTYDLPYFVSDTPIQKLLEINGTVYVGAVNRLYALS-KDLKKKHEYKTGPVHEGPDCKTPTDQCSGCENKPRNIN--NTNMALLMETFYDLELFSCGSVGNGVCSRHVLED-   146
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gi|6678868|ref|NP_032617.1| NSADIQSEVHCMFSP--EEESGQCPDCVVSALGAKVLLSEKDRFINFFVGNTINSSYPPGYSLHSISVRRLKETQDGFKFLTDQSYIDVLPEFLDSYPIKYIHAFESNHFIYFLTVQKETLDAQTFHTRIIRFCSVDSGLHSYMEMPLEC   297
gi|13928700|ref|NP_113705.1| NAADIQSEVHCMFSPLAEEESGQCPDCVVSALGAKVLLSEKDRFINFFVGNTINSSYPPDYSLHSISVRRLKETQDGFKFLTDQSYIDVLGEFRDSYPIKYIHAFESNHFIYFLTVQKETLDAQTFHTRIIRFCSVDSGLHSYMEMPLEC   299
gi|188595716|ref|NP_001120972.1| HTADIQSEVHCIFSPQIEE-PSQCPDCVVSALGAKVLSSVKDRFINFFVGNTINSSYFPDHPLHSISVRRLKETKDGFMFLTDQSYIDVLPEFRDSYPIKYVHAFESNNFIYFLTVQRETLDAQTFHTRIIRFCSINSGLHSYMEMPLEC   298
gi|114615578|ref|XP_001138791.1| HTADIQSEVHCIFSPQIEE-PSQCPDCVVSALGAKVLSSVKDRFINFFVGNTINSSYFPDHPLHSISVRRLKETKDGFMFLTDQSYIDVLPEFRDSYPIKYVHAFESNNFIYFLTVQRETLDAQTFHTRIIRFCSINSGLHSYMEMPLEC   298
gi|50950181|ref|NP_001002963.1| NIADIQSEVHCMYSSQADEEPSQCPDCVVSALGTKVLISEKDRFINFFVGNTINSSDHPDHSLHSISVRRLKETQDGFKFLTDQSYIDVLPEFRDSYPIKYVHAFESNHFIYFLTVQRETLDAQTFHTRIIRFCSVDSGLHSYMEMPLEC   299
gi|61657916|ref|NP_001013017.2| NTADIESEVHCMYSPQADEETNQCPDCVVSALGTKVLLSEKDRFINFFVGNTINSSYLPDYILHSISVRRLKETQDGFKFLTDQSYIDVLPELRDSYPIKYVHAFESNHFIYFLTVQRETLDAQTFHTRIIRFCSADSGLHSYMEMPLEC   299
gi|45382601|ref|NP_990543.1| NPADIESEVHCMYSPQVDGEADNCPDCVVSTLGTKVLVTEKDRFVNFFVGNTMTSAFQPPHVLHSISVRRLKETQDGFEFLTDQSYIDILPQFRDSYPIKYVHAFEHDHFVYFLTVQRESLDSQTFHTRIIRFCTLDSEMRSYMEMPLEC   298
gi|189537338|ref|XP_001922677.1| --GPLGAEVTCMYTKKNEGSSHGCPDCLAGPAGTQILNIMSGRVVRFFVANSEPLESNGPRLHHTISIRKMRETQDGFEFFSDQSYMDLAPSLRGNYPLHYVYSFQSGPYVYFLTVQREGGNSKAFHTRIVRMCSSDSEILRYVEMPFEC   294
gi|55742200|ref|NP_001007125.1| --GPLGAEVTCMYTKKNEGSSHGCPDCLAGPAGTQILNIMSGRVVRFFVANSEPLESNGPRLHHTISIRKMRETQDGFEFFSEQSYMDLAPSLRGNYPLHYVYSFQSGPYVYFLTVQREGGNSKAFHTRIVRMCSSDSEILRYVEMPFEC   294
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gi|6678868|ref|NP_032617.1| ILTEKRRKRSTREEVFNILQAAYVSKPGANLAKQIGASPSDDILFGVFAQSKPDSAEPVNRSAVCAFPIKYVNDFFNKIVNKNNVRCLQHFYGPNHEHCFNRTLLRNSSGCEARSDEYRTEFTTALQRVDLFMGRLNQVLLTSISTFIKG   447
gi|13928700|ref|NP_113705.1| ILTEKRRKRSTREEVFNILQAAYVSKPGANLAKQIGASPYDDILYGVFAQSKPDSAEPMNRSAVCAFPIKYVNDFFNKIVNKNNVRCLQHFYGPNHEHCFNRTLLRNSSGCEVRSDEYRTEFTTALQAVDLFMGRLNHVLLTSISTFIKG   449
gi|188595716|ref|NP_001120972.1| ILTEKRKKRSTKKEVFNILQAAYVSKPGAQLARQIGASLNDDILFGVFAQSKPDSAEPMDRSAMCAFPIKYVNDFFNKIVNKNNVRCLQHFYGPNHEHCFNRTLLRNSSGCEARRDEYRTEFTTALQRVDLFMGQFSEVLLTSISTFIKG   448
gi|114615578|ref|XP_001138791.1| ILTEKRKKRSTKKEVFNILQAAYVSKPGAQLARQIGASLNDDILFGVFAQSKPDSAEPMDRSAMCAFPIKYVNDFFNKIVNKNNVRCLQHFYGPNHEHCFNRTLLRNSSSCEARRDEYRTEFTTALQRVDLFMGQFSEVLLTSISTFIKG   448
gi|50950181|ref|NP_001002963.1| ILTEKRRKRSTREEVFNILQAAYVSKPGAHLAKQIGANLNDDILYGVFAQSKPDSAEPMNRSAVCAFPIKYVNEFFNKIVNKNNVRCLQHFYGPNHEHCFNRTLLRNSSGCEARNDEYRTEFTTALQRVDLFMGQFNQVLLTSISTFIKG   449
gi|61657916|ref|NP_001013017.2| ILTEKRRKRSTKQEVFNILQAAYVSKPGAQLARQIGASLNDDILYGVFAQSKPDSSEPMNRSAVCAFPVKYVNEFFNKIVNKNNVRCLQHFYGPNHEHCFNRTLLRNSSGCEVRNDEYRTEFTTALPRVDLFTGQFNQVLLTSISTFIKG   449
gi|45382601|ref|NP_990543.1| IFTEKRRKRSIRKEVFNILQAAYVSKPGAALAHEMGLGLIDDILYGVFAQTNQIPQEPTNRSAVCAVSVRTINEFFNKIVDKQNMKCLQHFYGKDSKYCLNRAFSRNASYCRAQDDEYRLEVTTPLQRVDLFMGQFNNILLTSISVFTKG   448
gi|189537338|ref|XP_001922677.1| IYSERRRKKRSAQVVFNVLQAAHVAKVGYDFQQEMGLKEGEDVLFAAFARSKPDSPEPTASSAVCLISITDINEFFKVFIQKGYTRKLHHFPGSE-EKTFNQTFVGDSFSCGKHERGYRLEVTSTNPRRDYFHGRFRNVLLTSIAVVPIQ   443
gi|55742200|ref|NP_001007125.1| IYSERRRKKRSAQVVFNVLQAAHVAKVGYDFQQEMGLKEGEDVLFAAFARSKPDSPEPTASSAVCLISITDINEFFKVFIQKGYTRKLHHFPGSE-EKTFNQTFVGDSFSCGKHERGYRLEVTSTNPRRDYFHGRFRNVLLTSIAVVPIQ   443
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gi|6678868|ref|NP_032617.1| DLTIANLGTSEGRFMQVVLSRTAHLTPHVNFLLDSHPVSPEVIVEHPSNQNGYTLVVTGKKITKIPLNGLGCGHFQSCSQCLSAPYFIQCGWCH--NQCVRFDECPSGTWTQEICLPAVYKVFPTSAPLEGGTVLTICGWDFGFRKNNKF   595
gi|13928700|ref|NP_113705.1| DLTIANLGTSEGRFMQVVLSRTAHFTPHVNFLLDSHPVSPEVIVEHPSNQNGYTLVVTGKKITKIPLNGLGCGHFQSCSQCLSAPYFIQCGWCH--NRCVHSNECPSGTWTQEICLPAVYKVFPTSAPLEGGTMLTICGWDFGFKKNNKF   597
gi|188595716|ref|NP_001120972.1| DLTIANLGTSEGRFMQVVVSRSGPSTPHVNFLLDSHPVSPEVIVEHTLNQNGYTLVITGKKITKIPLNGLGCRHFQSCSQCLSAPPFVQCGWCH--DKCVRSEECLSGTWTQQICLPAIYKVFPNSAPLEGGTRLTICGWDFGFRRNNKF   596
gi|114615578|ref|XP_001138791.1| DLTIANLGTSEGRFMQVVVSRSGPSTPHVNFLLDSHPVSPEVIVEHTLNQNGYTLVVTGKKITKIPLNGLGCRHFQSCSQCLSAPPFVQCGWCH--DKCVRSEECLSGTWTQQICLPAIYKVFPNSAPLEGGTRLTICGWDFGFRRNNKF   596
gi|50950181|ref|NP_001002963.1| DLTIANLGTSEGRFMQVVVSRSGLSTPHVNFRLDSHPVSPEAIVEHPLNQNGYTLVVTGKKITRIPLNGLGCEHFQSCSQCLSAPPFVQCGWCH--DRCVHLEECPTGAWTQEVCLPAIYEVFPTSAPLEGGTVLTVCGWDFGFRRNNKF   597
gi|61657916|ref|NP_001013017.2| DLTIANLGTSEGRFMQVVVSRSGSLTPHVNFHLDSHPVSPEVIVEHPLNQNGYTLVVTGKKITKIPLNGLGCEHFQSCSQCLSAPSFVQCGWCH--DKCVRLEECSSGTWTQETCLPTIYKVFPTSAPLEGGTTLTVCGWDFGFKRNNKF   597
gi|45382601|ref|NP_990543.1| NLTIANLGTSEGRFMQIVVSRSEPTAPHVSFQLDSHAVSPQVVVEQSAAADGYTLVVTGKKITKVPLNGPGCHHFQSCSQCLLAPAFMRCGWCG--QQCLRAPECNGGTWTQETCLPRVYEILPSSAPLEGGTKLTLCGWDFGFSKNNRF   596
gi|189537338|ref|XP_001922677.1| NHTVVSLGTAEGRVIQVVVSRFGKTEPHVDFRLDTLPVSSEMALLSPQHHNGSLLLITGNKVSKLPVIGPGCEQLWTCSSCLLAPGFMGCGWCRTSNLCTRAPRCPQSQWIQDSCPLLITSISPSSAPLRGQTNITICGKNFGFNKKDRF   593
gi|55742200|ref|NP_001007125.1| NHTVVSLGTAEGRVIQVVVSRFGKTEPHVDFRLDMLPVSSEMALLSPQHHNGSLLLITGDKVSKLPVIGPGCEQLWTCSSCLLAPGFMGCGWCRTSNRCTRAPRCPQSQWIQDSCPLLITSISPSSAPLRGQTNITICGKNFGFNKKDRF   593
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gi|6678868|ref|NP_032617.1| DLRKTKVLLGNESCTLTLSESTTNTLKCTVGPAMSEHFNVSVIISNSRETTQYSAFSYVDPVITSISPRYGPQAGGTLLTLTGKYLNSGNSRHISIGGKTCTLKSVSDSILECYTPAQTTSDEFPVKLKIDLANRETS-SFSYREDPVVY   744
gi|13928700|ref|NP_113705.1| DLRKTKVLLGNESCTLTLSESTTNTLKCTVGPAMSEHFNVSVIVSNSRETTQYSAFSYVDPVITSISPRYGPHAGGTLLTLTGKYLNSGNSRHISIGGKTCTLKSVSDSILECYTPGHTVSAEFPVKLKIDLADRVTS-SFSYGEDPFVS   746
gi|188595716|ref|NP_001120972.1| DLKKTRVLLGNESCTLTLSESTMNTLKCTVGPAMNKHFNMSIIISNGHGTTQYSTFSYVDPVITSISPKYGPMAGGTLLTLTGNYLNSGNSRHISIGGKTCTLKSVSNSILECYTPAQTISTEFAVKLKIDLANRETS-IFSYREDPIVY   745
gi|114615578|ref|XP_001138791.1| DLKKTRVLLGNESCTLTLSESTMNTLKCTVGPAMNKHFNMSIIISNGHGTTQYSTFSYVDPVITSISPKYGPMAGGTLLTLTGNYLNSGNSRHISIGGKTCTLKSVSNSILECYTPAQTISTEFAVKLKIDLANRETS-IFSYREDPIVY   745
gi|50950181|ref|NP_001002963.1| DLKKTKVFLGNESCTLTLSESTTNMLKCTVGPAVNEHFNISIIISNGRGTAQYSTFSYVDPIITSISPSYGPKNGGTLLTLTGKYLNSGNSRHISMGGKTCTLKSVSDSILECYTPAQATATEFPIKLKIDLANREMN-SFSYQEDPIVY   746
gi|61657916|ref|NP_001013017.2| DLKKTRVLLGNESCTLTLTESTTNMLKCTVGPAMNEHFNMSIVISNSRGSVEYSAFSYVDPIITSISPNYGPKTGGTLLTLTGKHLNSGNSRHISIGGKTCTLKSVSHSILECYTPAQSAPTEFSVKLKIDLANREVN-SFIYREDPIVY   746
gi|45382601|ref|NP_990543.1| ELRNTVVHIGGQICALEAKSSNKNKLECTAPAAKNASFNISSSVSVGHGKTLFNTFSYVNPIITSISPTYGPKSGGTLLTIAGKYLNSGKSRRIFVGEKPCSLKSTSESSVECYTPAQRIPQEYRVRVGIDGAIRDAKGYFTYREDPVVL   746
gi|189537338|ref|XP_001922677.1| DTKLIDVVVAGTKCKLERKDSNNNRLVCGLDHVNWSSVDSVVTVRSGKEQAQKDGFSFVNPVIIEIFPEFGPQSGGTMLTISGSFLDSGNVQTVTVGNATCVLQSVSATMLTCRTPPQPSPSQHKVQLHIDGVIFEAPVSYTYNKNPHIS   743
gi|55742200|ref|NP_001007125.1| DTKLVDVVVAGTKCKLERKDSNNNRLVCGLDYVNWSSLDSVITVRSGKEQAQKDGFSFVNPVIIEIFPEFGPQSGGTMLTISGSFLDSGNVQTVTVGNATCVLQSVSATMLTCRTPPQPSPSQHKVQLHIDGVIFEAPVSYTYNKNPHIS   743
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gi|6678868|ref|NP_032617.1| EIHPTKSFIS------------------GGSTITGIGKTLNSVSLPKLVIDVHEVGVNYTVACQHRSNSEIICCTTPSLKQLGLQLPLKTKAFFLLDGILSKHFDLTYVHNPVFEPFEKPVMISMGNENVVEIKGNNIDPEAVK-GEVLK   875
gi|13928700|ref|NP_113705.1| EIHPTKSFIS------------------GGSTITGIGKNLNSVSTPKLVIEVHDVGVNYTVACQHRSSSEIICCTTPSLQQLDLQLPLKTKAFFLLDGILSKHFDLTYVHDPMFKPFEKPVMISMGNENVVEIKGDDIDPEAVK-GEVLK   877
gi|188595716|ref|NP_001120972.1| EIHPTKSFISTWWKEPLNIVSFLFCFASGGSTITGVGKNLNSVSVPRMVINVHEAGRNFTVACQHRSNSEIICCTTPSLQQLNLQLPLKTKAFFMLDGILSKYFDLIYVHNPVFKPFEKPVMISMGNENVLEIKGNDIDPEAVK-GEVLK   894
gi|114615578|ref|XP_001138791.1| EIHPTKSFISTWWKEPLNIVSFLFCFASGGSTITGVGKNLNSVSVPRMVINVHEAGRNFTVACQHRSNSEIICCTTPSLQQLNLQLPLKTKAFFMLDGILSKYFDLIYVHNPVFKPFEKPVMISMGNENVLEIKGNDIDPEAVK-GEVLK   894
gi|50950181|ref|NP_001002963.1| AIHPTKSFIS------------------GGSTITAVGKNLNSVSVLRMVIDVHETRRNFTVACQHRSNSEIICCTTPSLQQLNLQLPLKTKAFFMLDGIHSKYFDLIYVHNPVFKPFEKPVMISIGNENVLEIKGNDIDPEAVK-GEVLK   877
gi|61657916|ref|NP_001013017.2| EIHPTKSFIS------------------GGSTITGVGKNLNSVSVLRMVINVHEAGRNFTVACQHRSNSEIICCTTPSIEQLNLQLPLKTKAFFMLDGIHSKYFDLIYVHNPVFKPFEKPVMISVGNENVLEIKGNDIDPEAVK-GEVLK   877
gi|45382601|ref|NP_990543.1| KIHPAKSFLS------------------GGSTITAQGINLNSVCFPRMVITVPKLGMNFSVACSHRSSSEIICCTTPSLKAFNLQPPFVTKVFFIFDGVSSLYFDFDYVNNPVFKHFEKPVLISRSNPNVLEIKGNHIDSEAVK-GEVLK   877
gi|189537338|ref|XP_001922677.1| SVQPKHSFIS------------------GGSTVTVNGFYLHSALQPQMVLTAATEGKLFQVTCSHDEDKRNILCITPSLKGLSVQPPVATKMTFVLDGFSTDQYDLLYVEDPKFEEFQKPTVTPRGKKNILEIKVPPVNQEAVKNGEVLR   875
gi|55742200|ref|NP_001007125.1| SVQPKHSFIS------------------GGSTVTVNGFYLHSALQPQMVLTAATEGKLFQVTCSHDEDKRNILCITPSLKGLSVQPPVATKMTFVLDGFSTDQYDLLYVEDPKFEEFQKPTVTPRGKKNILEIKVPPVNQEAVKNGEVLR   875
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gi|6678868|ref|NP_032617.1| VGNQSCESLHWHSGAVLCTVPSDLLKLN-SELNIEWKQAVSSTVLGKVIVQPDQNFAGLIIGAVSISVVVLLLSGLFLWMRKRK-HKDLGSELVRYDARVHTPHLDRLVSARSVSPTTEMVSNESVDYRATFPEDQFPNSSQNGACRQVQ  1023
gi|13928700|ref|NP_113705.1| VGNKSCENLHWHSEALLCTVPSDLLKLNGGELNIEWKQAVSSTVLGKVIVQPDQNFAGLIIGAVSISVVVLLVSGLFLWLRKRK-HKDLGSELVRYDARVHTPHLDRLVSARSVSPTTEMVSNESVDYRATFPEDQFPNSSQNGACRQVQ  1026
gi|188595716|ref|NP_001120972.1| VGNKSCENIHLHSEAVLCTVPNDLLKLN-SELNIEWKQAISSTVLGKVIVQPDQNFTGLIAGVVSISTALLLLLGFFLWLKKRKQIKDLGSELVRYDARVHTPHLDRLVSARSVSPTTEMVSNESVDYRATFPEDQFPNSSQNGSCRQVQ  1043
gi|114615578|ref|XP_001138791.1| VGNKSCENIHLHSEAVLCTVPNDLLKLN-SELNIEWKQAISSTVLGKVIVQPDQNFTGLIAGVVSISIALLLLLGFFLWLKKRKQIKDLGSELVRYDARVHTPHLDRLVSARSVSPTTEMVSNESVDYRATFPEDQFPNSSQNGSCRQVQ  1043
gi|50950181|ref|NP_001002963.1| VGNKSCETIYSDSKAVLCKVPNDLLKLN-NELNIEWKQAVSSTVLGKVIVQPDQNFTGLIAGVISISTIVLLLLGLFLWLKRKKQIKDLGSELVRYDARVHTPHLDRLVSARSVSPTTEMVSNESVDYRATFPEDQFPNSSQNGSCRQVQ  1026
gi|61657916|ref|NP_001013017.2| VGNKSCENIHSHSEAVLCTVPSDLLKLN-SELNIEWKQAISSTVLGKVIVQPDQNFTGLIVGVVSISIILLLLLGLFLWLKKRKQIKDLGSELVRYDARVHTPHLDRLVSARSVSPTTEMVSNESVDYRATFPEDQFPNASQNGSCRQVQ  1026
gi|45382601|ref|NP_990543.1| VGNKSCENLLLQSETILCTVPSDLLKSN-SELNIEWKQEVLSTVIGKVLIRQDQNFTGLIAGVVSTSVLIYIFLVFFLWRRKKKQIKDLGSDLVRYDGRVHTPHLDRLVSARSVSPTTEMVSSESVDYRSTFLEDQFPSMSQNGSCRPAQ  1026
gi|189537338|ref|XP_001922677.1| VSNRTCESVTLVGNTLECTVPMELQTAA-KELEVEWKQATSSVILGRVILAQDQDYRILITGGVCVSILLLLLIAVFVWIKRKKHINDLAKTMVWYDGRAHIPHLDMLANARSVSPTNEMVSHESVDYRTTLLEDQNLPLSQTESCRPHL  1024
gi|55742200|ref|NP_001007125.1| VSNRTCESVTLVGNTLECTVPMELQTAA-KELEVEWKQATSSVILGRVILAQDQDYRILITGGVCVSILLLLLIAVFVWIKRKKHIDDLAKTMVWYDGRAHIPHLDMLANARSVSPTDEMVSHESVDYRTTLLEDQNLPLSQTESCRPHL  1024
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gi|6678868|ref|NP_032617.1| YPLT--DLSPILTSGDSDISSPLLQNTVHIDLSALNPELVQAVQHVVIGPSSLIVHFNEVIGRGHFGCVYHGTLLDNDGKKIHCAVKSLNRITDIEEVSQFLTEGIIMKDFSHPNVLSLLGICLRSEGSPLVVLPYMKHGDLRNFIRNET  1171
gi|13928700|ref|NP_113705.1| YPLT--DLSPILTSGDSDISSPLLQNTVHIDLSALNPELVQAVQHVVIGPSSLIVHFNEVIGRGHFGCVYHGTLLDSDGKKIHCAVKSLNRITDIEEVSQFLTEGIIMKDFSHPNVLSLLGICLRSEGSPLVVLPYMKHGDLRNFIRNET  1174
gi|188595716|ref|NP_001120972.1| YPLT--DMSPILTSGDSDISSPLLQNTVHIDLSALNPELVQAVQHVVIGPSSLIVHFNEVIGRGHFGCVYHGTLLDNDGKKIHCAVKSLNRITDIGEVSQFLTEGIIMKDFSHPNVLSLLGICLRSEGSPLVVLPYMKHGDLRNFIRNET  1191
gi|114615578|ref|XP_001138791.1| YPLT--DMSPILTSGDSDISSPLLQNTVHIDLSALNPELVQAVQHVVIGPSSLIVHFNEVIGRGHFGCVYHGTLLDNDGKKIHCAVKSLNRITDIGEVSQFLTEGIIMKDFSHPNVLSLLGICLRSEGSPLVVLPYMKHGDLRNFIRNET  1191
gi|50950181|ref|NP_001002963.1| YPLT--DLSPMLTSGDSDISSPLLQNTVHIDLSALNPELVQAVQHVVIGPSSLIVHFNEVIGRGHFGCVYHGTLLDNDDKKIHCAVKSLNRITDIGEVSQFLTEGIIMKDFSHPNVLSLLGICLRSEGSPLVVLPYMKHGDLRNFIRNET  1174
gi|61657916|ref|NP_001013017.2| YPLT--DLSPILTSGDSDISSPLLQNTIHIDLSALNPELVQAVQHVVIGPSSLIVHFNEVIGRGHFGCVYHGTLLDNDDKKIHCAVKSLNRITDIGEVSQFLTEGIIMKDFSHPNVLSLLGICLRSEGSPLVVLPYMKHGDLRNFIRNET  1174
gi|45382601|ref|NP_990543.1| YPHS--DLSPILSSGDSDLASPLLQTNVHIDISALNPDLVKEVQHVVIGADSLMVHFSEVIGRGHFGCVSHGTLLDNDGRKIHCAVKSLNRITDLEEVAQFLKEGIIMKDFTHPNVLSLLGICLPNEGSPLVVLPYMKHGDLRNFIRNET  1174
gi|189537338|ref|XP_001922677.1| YAHSHVDLSPMLGPMEGDLASPLLPSTAPIDLGSLHPELLKEVQHVVIAREDLLLHVNEIIGRGHFGCVFHGTLLEPDGQKQHCAIKSLNRITDIEEVSQFLKEGIIMKDFSHPNVLSLLGICLPSEGSPLVVLPYMKHGDLRNFIRDES  1174
gi|55742200|ref|NP_001007125.1| YAHSHVDLSPMLGPMEGDLASPLLPSTAPIDLGSLHPELLKXVQHVVIAREDLLLHVNEIIGRGHFGCVFHGTLLEPDGQKQHCAIKSLNRITDIEEVSQFLKEGIIVKDFSHPNVLSLLGICLPSEGSPLVVLPYMKHGDLRNFIRDES  1174
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gi|6678868|ref|NP_032617.1| HNPTVKDLIGFGLQVAKGMKYLASKKFVHRDLAARNCMLDEKFTVKVADFGLARDMYDKEYYSVHNKTGAKLPVKWMALESLQTQKFTTKSDVWSFGVLLWELMTRGAPPYPDVNTFDITIYLLQGRRLLQPEYCPDALYEVMLKCWHPK  1321
gi|13928700|ref|NP_113705.1| HNPTVKDLIGFGLQVAKGMKYLASKKFVHRDLAARNCMLDEKFTVKVADFGLARDMYDKEYYSVHNKTGAKLPVKWMALESLQTQKFTTKSDVWSFGVLLWELMTRGAPPYPDVNTFDITIYLLQGRRLLQPEYCPDALYEVMLKCWHPK  1324
gi|188595716|ref|NP_001120972.1| HNPTVKDLIGFGLQVAKGMKYLASKKFVHRDLAARNCMLDEKFTVKVADFGLARDMYDKEYYSVHNKTGAKLPVKWMALESLQTQKFTTKSDVWSFGVLLWELMTRGAPPYPDVNTFDITVYLLQGRRLLQPEYCPDPLYEVMLKCWHPK  1341
gi|114615578|ref|XP_001138791.1| HNPTVKDLIGFGLQVAKGMKYLASKKFVHRDLAARNCMLDEKFTVKVADFGLARDMYDKEYYSVHNKTGAKLPVKWMALESLQTQKFTTKSDVWSFGVLLWELMTRGAPPYPDVNTFDITVYLLQGRRLLQPEYCPDPLYEVMLKCWHPK  1341
gi|50950181|ref|NP_001002963.1| HNPTVKDLIGFGLQVAKGMKYLASKKFVHRDLAARNCMLDEKFTVKVADFGLARDMYDKEYYSVHNKTGAKLPVKWMALESLQTQKFTTKSDVWSFGVLLWELMTRGAPPYPDVNTFDITVYLLQGRRLLQPEYCPDPLYEVMLKCWHPR  1324
gi|61657916|ref|NP_001013017.2| HNPTVKDLIGFGLQVAKGMEYLASKKFVHRDLAARNCMLDEKFTVKVADFGLARDVYDKEYYSVHNKTGAKLPVKWMALESLQTQKFTTKSDVWSFGVLLWELMTRGAPPYPDVNTFDITVYLLQGRRLLQPEYCPDPLYEVMLKCWHPK  1324
gi|45382601|ref|NP_990543.1| HNPTVKDLIGFGLQVAKGMKYLASKKFVHRDLAARNCMLDEKFTVKVADFGLARDVYDKEYYSVHNKTGAKLPVKWMALESLQTQKFTTKSDVWSFGVLLWELMTRGAPPYPDVNSFDITVYLLQGRRLLQPEYCPDPLYEVMLKCWHPK  1324
gi|189537338|ref|XP_001922677.1| HNPTVKDLMGFGLQVAKGMEYLASKKFVHRDLAARNCMLDESYTVKVADFGLARDVYDKEYYSVHNKHGVKLPVKWMALESLQTHKFTTKSDVWSFGVLLWELMTRGAPPYSDVNSFDITVFLLQGRRLLQPEFCPDALYNVMIECWHPK  1324
gi|55742200|ref|NP_001007125.1| HNPTVKDLMGFGLQVAKGMEYLASKKFVHRDLAARNCMLDESYTVKVADVGLARDVYDKEYYSVHNKHGVKLPVKWMALESLQTHKFTTKSDVWSFGVLLWELMTRGAPPYSDVNSFDITVFLLQGRRLLQPEFCPDALYNVMIECWHPK  1324
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gi|6678868|ref|NP_032617.1| AEMRPSFSELVSRISSIFSTFIGEHYVHVNATYVNVKCVAPYPSLLPSQDNIDGEGNT---------  1379
gi|13928700|ref|NP_113705.1| AEMRPSFSELVSRISSIFSTFIGEHYVHVNATYVNVKCVAPYPSLLPSQDNIDGEANT---------  1382
gi|188595716|ref|NP_001120972.1| AEMRPSFSELVSRISAIFSTFIGEHYVHVNATYVNVKCVAPYPSLLSSEDNADDEVDTRPASFWETS  1408
gi|114615578|ref|XP_001138791.1| AEMRPSFSELVSRISAIFSTFIGEHYVHVNATYVNVKCVAPYPSLLSSEDNADDEVDTRPASFWETS  1408
gi|50950181|ref|NP_001002963.1| AELRPSFSELVSRISAIFSTFIGEHYVHVNATYVNVKCVAPYPSLLSSQDNIDGEGDT---------  1382
gi|61657916|ref|NP_001013017.2| AELRPSFSELVSRISVIFSTFIGEHYVHVNATYVNVKCVAPYPSLLSSQDNVSGEDDDDT-------  1384
gi|45382601|ref|NP_990543.1| PEMRPAFSELVSKISTIFSTFIGEHYVHVNATYVNVKCVAPYPSLLSSQDNTDMDVDT---------  1382
gi|189537338|ref|XP_001922677.1| PERRPTFSELVSRISAIFSSFSGEHYILLNTTYVNIDKMTPYPSLISSQSNLDRDCCT---------  1382
gi|55742200|ref|NP_001007125.1| PERRPTFLELVSRISAIFSSFSGEHYILLNTTYVNIDKMTPYPSLISSQSNLDRDCCT---------  1382
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