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gi|114326482|ref|NP_033309.3| MSQWFELQQLDSKFLEQVHQLYDDSFPMEIRQYLAQWLEKQDWEHAAY--DVSFATIRFHDLLSQLDDQYSRFSLENNFLLQHNIRKSKRNLQDNFQEDPVQMSMIIYNCLKEERKILENAQRFNQAQEGNIQN--TVMLDKQKELDSKV   150
gi|77695926|ref|NP_116001.2| MSQWYELQQLDSKFLEQVHQLYDDSFPMEIRQYLAQWLEKQDWEHAAY--DVSFATIRFHDLLSQLDDQYSRFSLENNFLLQHNIRKSKRNLQDNFQEDPVQMSMIIHNCLKEERKILENAQRFNQAQEGNIQN--TVMLDKQKELDSKV   150
gi|74005006|ref|XP_848353.1| MSQWYELQQLDSKFLEQVHQLYDDCFPMEIRQYLAQWLEKQDWEHAAN--DVSFATIRFHDLLSQLDDQYSRFSLENNFLLQHNIRKSKRNLQDNFQEDPIQMSMIIYNCLKEERKILENAQRFNQAQSGNVQS--TVMLDKQKELDSKV   150
gi|118151390|ref|NP_001071368.1| MSQWYELQQLESKYLEQVHQLYDDSFPMEIRQYLAQWLEKQDWEHAAN--DVSFATIRFHDLLSQLDDQYSRFSLENNFLLQHNIRKSKRNLQDNFQEDPIQMSMIICNCLKEERKILDHAQRISQAQSGNIQS--TVMLDKQKELDSKV   150
gi|6274552|ref|NP_009330.1| MSQWYELQQLDSKFLEQVHQLYDDSFPMEIRQYLAQWLEKQDWEHAAN--DVSFATIRFHDLLSQLDDQYSRFSLENNFLLQHNIRKSKRNLQDNFQEDPIQMSMIIYSCLKEERKILENAQRFNQAQSGNIQS--TVMLDKQKELDSKV   150
gi|61098368|ref|NP_001012932.1| MTQWYQLQQLDSKFLEQVHQLYDDSFPMEIRQYLAQWLENQDWEHAAN--NVSFATVLFHDLLSQLDDQFSRFLIENNFLLQHNIRKSKRNLQDNFQEDPIHMAMIIHNCLKEERKILNSAQLSNQMEVGGVQNTMTGMLDKQKELDAKV   150
gi|18859433|ref|NP_571555.1| MTQWLELQQLDPKFLEQVDQLYDDNFPMAIRQYLSSWIESHDWDHVANVENESLATVRFHDLLTQLDHQHSRFVMEKDFLNQHNIRKFKRNLQNLFQDNPVSMAMIISRNLREERKIIAIAGMSESPTPNPTQD---MIVEKNREMDARV   150
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gi|114326482|ref|NP_033309.3| RNVKDQVMCIEQEIKTLEELQDEYDFKCKTSQNREGEANGVAKSDQKQEQLLLHKMFLMLDNKRKEIIHKIRELLNSIELTQNTLINDELVEWKRRQQSACIGGPPNACLDQLQSWFTIVAETLQQIRQQLKKLEELEQKFTYEPDPITK   300
gi|77695926|ref|NP_116001.2| RNVKDQVMCIEHEIKTLEDLQDEYDFKCKTSQNRESEANGVAKSDQKQEQLLLHKMFLMLDNKRKEIIHKIRELLNSIELTQNTLINDELVEWKRRQQSACIGGPPNACLDQLQSWFTIVAESLQQVRQQLKKLEELEQKFTYEQDPITK   300
gi|74005006|ref|XP_848353.1| RNVKDKVMCIEHEIKTLEDLQDEYDFKCKTLQNREHEANGVAKNDQKQEQMLIQKMYLMLDNKRKEVVLKIIELLNVTELTQKALINDELVEWKRRQQSACIGGPPNACLDQLQNWFTVVAESLQQVRQQLKKLEELEQKYTYEHDPITK   300
gi|118151390|ref|NP_001071368.1| RNVKDKVMSIEHEIKTLEDLQDEYDFKCKTLQNREHETNGVAKNDQKQEQLLLQKMYLMLDNKRKEVVLKIIELLNATELTQKALINDELVEWKRRQQSACIGGPPNACLDQLQNWFTIVAESLQQVRQQLKKLEELEQKYTYEHDPITK   300
gi|6274552|ref|NP_009330.1| RNVKDKVMCIEHEIKSLEDLQDEYDFKCKTLQNREHETNGVAKSDQKQEQLLLKKMYLMLDNKRKEVVHKIIELLNVTELTQNALINDELVEWKRRQQSACIGGPPNACLDQLQNWFTIVAESLQQVRQQLKKLEELEQKYTYEHDPITK   300
gi|61098368|ref|NP_001012932.1| KAVKNSVTDVEQDIKTLEDVQDEYDFKHKTFQNREYEPNGASQEECKKEQMNLQKMFFLLDIKRKEVVAKIIQLLNTTEHTQSALINEELVEWKRRQQTACIGGPPNACLDQLQNWFTIIAESLQQVRQQLKKLEELEQKLTYDPDPITK   300
gi|18859433|ref|NP_571555.1| KDIKNKVQDAEQTIKNLEDLQDEYDFKNKTYQSRDELNGTISKEDLNREKLMIHAMFVKLNDKRIMAISQMSEVLNLVEPVICELISTELVEWKRRQQMACIGGLTNVCLDQLQNWFTSLGESLLQSRQQLKKLLELEQKLSYSTDPITC   300
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gi|114326482|ref|NP_033309.3| NKQVLSDRTFLLFQQLIQSSFVVERQPCMPTHPQRPLVLKTGVQFTVKLRLLVKLQELNYNLKVKVSFDKDVNEKNTVKGFRKFNILGTHTKVMNMEESTNGSLAAEFRHLQLKEQKNAGNRTNEGPLIVTEELHSLSFETQLCQPGLVI   450
gi|77695926|ref|NP_116001.2| NKQVLSDRTFVLFQQLIQSSFVVERQPCMPTHPQRPLVLKTGVQFTVKLRLLVKLQELNYNLKVKVSFDKDVNEKNTVKGFRKFNILGTHTKVMNMEESTNGSLAAEFRHLQLKEQKNAGNRTNEGPLIVTEELHSLSFETQLCQPGLVI   450
gi|74005006|ref|XP_848353.1| NKQGLWDRTFNLFQQLIQSSFVVERQPCMPTHPQRPLVLKTGVQFTVKLRLLVKLQELNYNLKVKVLFDKDVSERNTVKGFRKFNILGTHTKVMNMEESTNGSLAAEFRHLQLKEQKNAGTRTNEGPLIVTEELHSLSFETQLCQPGLVI   450
gi|118151390|ref|NP_001071368.1| NKQALWDRTFSLFQQLIQSSFVVERQPCMPTHPQRPLVLKTGVQFTVKLRLLVKLQELNYNLKVKVLFDKDVNERNTVKGFRKFNILGTHTKVMNMEESTNGSLAAEFRHLQLKEQKNAGARTNEGPLIVTEELHSLSFETQLCQPGLVI   450
gi|6274552|ref|NP_009330.1| NKQVLWDRTFSLFQQLIQSSFVVERQPCMPTHPQRPLVLKTGVQFTVKLRLLVKLQELNYNLKVKVLFDKDVNERNTVKGFRKFNILGTHTKVMNMEESTNGSLAAEFRHLQLKEQKNAGTRTNEGPLIVTEELHSLSFETQLCQPGLVI   450
gi|61098368|ref|NP_001012932.1| NKQVLQDRTHSLFKQLIQSSFVVERQPCMPTHPQRPLVLKTGVQFTVKLRLLVKLQELNYNLKVKVLFDKDVNEKNSVKGFRKFNILGTNTKVMNMEESTNGSLAAEFRHLQLKEQKNAGNRTNEGPLIVTEELHSLSFETQLCQPGLVI   450
gi|18859433|ref|NP_571555.1| SKISLEERIMSNLKNLVTNSLVVERQPCMPTQLQRPLVLKTGVLFTLKLRLLVKIPEFNHTVRVKVQFDKDIVEKR--KGFRMFNILGTSMKVMNMEESNG--MAAEFRHLQLKERKVTGNRTSEGPLIVTEELHSITFEAELCWSGLVI   450
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gi|114326482|ref|NP_033309.3| DLETTSLPVVVISNVSQLPSGWASILWYNMLVTEPRNLSFFLNPPCAWWSQLSEVLSWQFSSVTKRGLNADQLSMLGEKLLGPNAG--PDGLIPWTRFCKENINDKNFSFWPWIDTILELIKKHLLCLWNDGCIMGFISKERERALLKDQ   600
gi|77695926|ref|NP_116001.2| DLETTSLPVVVISNVSQLPSGWASILWYNMLVTEPRNLSFFLNPPCAWWSQLSEVLSWQFSSVTKRGLNADQLSMLGEKLLGPNAG--PDGLIPWTRFCKENINDKNFSFWPWIDTILELIKKHLLCLWNDGCIMGFISKERERALLKDQ   600
gi|74005006|ref|XP_848353.1| DLETTSLPVVVISNVSQLPSGWASILWYNMLVTEPRNLSFFLNPPCARWSQLSEVLSWQFSSVTKRGLNVDQLNMLGEKLLGPNAG--PDGLIPWTRFCKENINDKNFPFWLWIESILELIKKHLLSLWNDGCIVGFISKERERALLKDQ   600
gi|118151390|ref|NP_001071368.1| DLETTSLPVVVISNVSQLPSGWASILWYNMLVAEPRNLSFFLNPPCARWSQLSEVLSWQFSSVTKRGLNVDQLNMLGEKLLGPNAG--PDGLIPWTRFCKENINDKNFPFWLWIESILELIKKHLLALWNDGCIVGFISKERERALLKDQ   600
gi|6274552|ref|NP_009330.1| DLETTSLPVVVISNVSQLPSGWASILWYNMLVAEPRNLSFFLTPPCARWAQLSEVLSWQFSSVTKRGLNVDQLNMLGEKLLGPNAS--PDGLIPWTRFCKENINDKNFPFWLWIESILELIKKHLLPLWNDGCIMGFISKERERALLKDQ   600
gi|61098368|ref|NP_001012932.1| ELETTSLPIIVISNVSQLPSGWASILWFNMLSTDPKNLSFFLNPPCAKWSKLSEVLSWQFSSVTKRGLNADQLNMLGEKLLGPTSGGSHDGLIPWTRFCKENINDKNFPFWLWIEGILELIKKHLLCLWNDGCIMGFISKDKERALLKDQ   600
gi|18859433|ref|NP_571555.1| NFETTSLPIVVISNVSQLPSGWASIMWYNMLISEPKNLSFFVTPPPATWGQLQEVLSWQFSSITKRGLNPEQLSMLGNKLLGPKAASDPEAQIPWNRFCKSGS-EKNFTFWLWIEAVLDLIKRHLLSLWDDGCIMGFVTKDRTKSLLNNK   600
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gi|114326482|ref|NP_033309.3| QPGTFLLRFSESSREGAITFTWVERSQNGGEPDFHAVEPYTKKELSAVTFPDIIRNYKVMAAENIPENPLKYLYPNIDKDHAFGKYYSRPKEAPEPMELDDPKRTGYIKTELISVSEVHPSRLQTTDNLLPMSPEEFDEMSRIVG-PEFD   750
gi|77695926|ref|NP_116001.2| QPGTFLLRFSESSREGAITFTWVERSQNGGEPDFHAVEPYTKKELSAVTFPDIIRNYKVMAAENIPENPLKYLYPNIDKDHAFGKYYSRPKEAPEPMELDDPKRTGYIKTELISVSEVHPSRLQSTENLLPMSPEEFDEMSKIVG-SEFD   750
gi|74005006|ref|XP_848353.1| QPGTFLLRFSESCREGAITFTWVERAQGGGEPYFHAVEPYTKKELSAVTFPDIIRNYKVMAAENIPENPLKFLYPNIDKDHAFGKYYSRPKEAPEPMELDGPKGTGYIKTELISVSEVHPSRLQTTDNLLPMSPEEFDEVSRIVGSVEFD   750
gi|118151390|ref|NP_001071368.1| QPGTFLLRFSESCREGAITFTWVERSQNGGEPYFHAVEPYTKKELSAVTFPDIIRNYKVMAAENIPENPLKFLYPNIDKDHAFGKYYSRPKEAPEPMELDGPKGTGYIKTELISVSEV--------------------------------   750
gi|6274552|ref|NP_009330.1| QPGTFLLRFSESSREGAITFTWVERSQNGGEPDFHAVEPYTKKELSAVTFPDIIRNYKVMAAENIPENPLKYLYPNIDKDHAFGKYYSRPKEAPEPMELDGPKGTGYIKTELISVSEVHPSRLQTTDNLLPMSPEEFDEVSRIVGSVEFD   750
gi|61098368|ref|NP_001012932.1| RPGTFLLRFSESSKEGAITFTWVEGSQN--EPQFHSVEPYTKKELSAVTFPDIIRNYKVMAAENIPENPLRFLYPDIPKDNAFGKYYSRPKEAPEPMDTDTPKGNGYIRTELISVSEVHPSRLQSPENLLPMSPEEFDEVSRMVDPAEID   750
gi|18859433|ref|NP_571555.1| APGTFLLRFSESNRDGAITFSWVEHDANE-DPQIRSVEPYTKKELSAVSLPDIIRNYRVMAADNVPENPLRFLYPQIPKDDAFKKYYTKPTDKQEPMDVDKKADEGYISTTLISISEMKPQ--EYNENLMPMSPEVYGELERMNRFDTVQ   750
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