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gi|84794552|ref|NP_061346.2| --------------------------------------------------------------------------------------------------------------------------------------------------MAAD     4
gi|8393910|ref|NP_058932.1| --------------------------------------------------------------------------------------------------------------------------------------------------MAAD     4
gi|4505621|ref|NP_002558.1| --------------------------------------------------------------------------------------------------------------------------------------------------MPVD     4
gi|114647213|ref|XP_509413.2| MQQIKKTKTQPRRIQLHFFFPATLSETRTSLLGEPIPGRPSFSFLETTALQAEPLFPRTRQPQGAGCMDPGARAARLCQLRPIRGQGAVGVAWGGARAGRWLRRVLSRGRGVCVFPSQCAELSVSPLPPAPGLPRHSRLHALLGLAMPVD   150
gi|75812940|ref|NP_001028795.1| --------------------------------------------------------------------------------------------------------------------------------------------------MPVD     4
gi|76642260|ref|XP_875655.1| --------------------------------------------------------------------------------------------------------------------------------------------------MPVD     4
gi|57105648|ref|XP_534698.1| --------------------------------------------------------------------------------------------------------------------------------------------------MPVD     4
gi|50756703|ref|XP_415283.1| --------------------------------------------------------------------------------------------------------------------------------------------------MPVE     4
gi|54312133|ref|NP_998488.1| --------------------------------------------------------------------------------------------------------------------------------------------------MPVD     4
gi|24644576|ref|NP_649643.1| --------------------------------------------------------------------------------------------------------------------------------------------------MSDS     4
gi|15220972|ref|NP_173250.1| --------------------------------------------------------------------------------------------------------------------------------------------------MAAS     4
gi|115468204|ref|NP_001057701.1| --------------------------------------------------------------------------------------------------------------------------------------------------MASH     4
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gi|84794552|ref|NP_061346.2| ISQWAGPLCLQEVDEP-PQHALRVDYAGVTVDELGKVLTPTQVMNRPSSISWDGLDPGKLYTLVLTDPDAPSRKDPKFREWHHFLVVNMKG-NDISSGTVLSDYVGSGPPSGTGLHRYVWLVYEQEQPLSCDEPILSNKSGDNRGKFKVE   152
gi|8393910|ref|NP_058932.1| ISQWAGPLSLQEVDEP-PQHALRVDYGGVTVDELGKVLTPTQVMNRPSSISWDGLDPGKLYTLVLTDPDAPSRKDPKFREWHHFLVVNMKG-NDISSGTVLSEYVGSGPPKDTGLHRYVWLVYEQEQPLNCDEPILSNKSGDNRGKFKVE   152
gi|4505621|ref|NP_002558.1| LSKWSGPLSLQEVDEQ-PQHPLHVTYAGAAVDELGKVLTPTQVKNRPTSISWDGLDSGKLYTLVLTDPDAPSRKDPKYREWHHFLVVNMKG-NDISSGTVLSDYVGSGPPKGTGLHRYVWLVYEQDRPLKCDEPILSNRSGDHRGKFKVA   152
gi|114647213|ref|XP_509413.2| LSKWSGPLSLQEVDEQ-PQHPLHVTYAGAAVDELGKVLTPTQVKNRPTSISWDGLDSGKLYTLVLTDPDAPSRKDPKYREWHHFLVVNMKG-NDISSGTVLSDYVGSGPPKGTGLHRYVWLVYEQDRPLKCDEPILSNRSGDHRGKFKVA   298
gi|75812940|ref|NP_001028795.1| LSKWSGPLSLQEVDER-PQHPLQVKYGGAEVDELGKVLTPTQVKNRPTSITWDGLDPGKLYTLVLTDPDAPSRKDPKYREWHHFLVVNMKG-NNISSGTVLSDYVGSGPPKGTGLRRYVWLVYEQEGPLKCDEPILSNRSGDHRGKFKVA   152
gi|76642260|ref|XP_875655.1| LSKWPGPLSLQEMDER-PQHPLQVEYGGAEIDELGKVLTPTQVKNWPTSTTWDGLDLGKLYTLVLTDPDAPSGKDPKYREWHHFLVVNMKG-NNISSGTVLSDYVGSGPPKGTGLHCYVWLVYEQKGPLKCDEPILSNRSGDHRGKFKVA   152
gi|57105648|ref|XP_534698.1| LGKWSGPLSLQEVEER-PQHALHVKYTGTEVDELGKVLTPTQVKNRPTSIAWDGLDPGKLYTLVLTDPDAPSRKDPKYREWHHFLVVNMKG-NDISSGTVLSDYVGSGPPKGTGLHRYVWLVYEQSGPLKCDEPILSNRSGDHRGKFKVA   152
gi|50756703|ref|XP_415283.1| LGLWDGPLSLSEVEQK-PAHPLRVKYGSVEIDELGKVLTPTQVQHRPTSIEWDGCDPQKLYTLVLTDPDAPSRKDPKFREWHHFLVTNMKG-NDVGSGTVLSDYVGSGPPKGTGLHRYVWLVYEQPKQLTCNEPILSNRSGDKRGKFKVA   152
gi|54312133|ref|NP_998488.1| INEWTGSLALTEVEEP-PAKPLTVKYDSVEIDSLGKVCTPTQVQNRPTSIEWEGCDPSKLYTLAMTDPDAPSRKDPKFREWHHFLVVNVKG-NDVSSGCVMSDYVGAGPPKGTGLHRYVWLVYEQSGNISCTERVLTNRSGDNRGKFKIQ   152
gi|24644576|ref|NP_649643.1| TVCFSKHKIVPDILKTCPATLLTVTYGGGQVVDVGGELTPTQVQSQPK-VKWD-ADPNAFYTLLLTDPDAPSRKEPKFREWHHWLVVNIPG-NQVENGVVLTEYVGAGPPQGTGLHRYVFLVFKQPQKLTCNEPKIPKTSGDKRANFSTS   151
gi|15220972|ref|NP_173250.1| VDPLVVGRVIGDVLDMFIPTANMSVYFGPKHITNGCEIKPSTAVNPPKVNISG--HSDELYTLVMTDPDAPSPSEPNMREWVHWIVVDIPGGTNPSRGKEILPYMEPRPP--VGIHRYILVLFRQ----NSPVGLMVQ-QPPSRANFSTR   145
gi|115468204|ref|NP_001057701.1| VDPLVVGRVIGDVVDLFVPTTAMSVRFGTKDLTNGCEIKPSVAAAPPAVQIAG--RVNELFALVMTDPDAPSPSEPTMREWLHWLVVNIPGGTDPSQGDVVVPYMGPRPP--VGIHRYVMVLFQQ----KARVAAPPPDEDAARARFSTR   146
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gi|84794552|ref|NP_061346.2| TFRKKYNLGAPVAGTCYQAEWDDYVPKLYEQLSGK-   187
gi|8393910|ref|NP_058932.1| SFRKKYHLGAPVAGTCFQAEWDDSVPKLHDQLAGK-   187
gi|4505621|ref|NP_002558.1| SFRKKYELRAPVAGTCYQAEWDDYVPKLYEQLSGK-   187
gi|114647213|ref|XP_509413.2| SFRKKYELRAPVAGTCYQAEWDDYVPKLYEQLSGK-   333
gi|75812940|ref|NP_001028795.1| SFRKKYELGAPVAGTCYQAEWDDYVPKLYEQLSGK-   187
gi|76642260|ref|XP_875655.1| SFRKKYELGAPVAGTCYQAKWDDYVPKLYEQLSGK-   187
gi|57105648|ref|XP_534698.1| SFRKKYELGPPVAGTCYQAEWDDYVPKLCEQLSGK-   187
gi|50756703|ref|XP_415283.1| AFRSKYGLGVPVAGTCYQAEWDDYVPKLYEQLSGK-   187
gi|54312133|ref|NP_998488.1| SFRKKYSLGAPLAGSCFQAEWDNYVPKLYEQLAGK-   187
gi|24644576|ref|NP_649643.1| KFMSKYKLGDPIAGNFFQAQWDDYVPKLYKQLSGKK   187
gi|15220972|ref|NP_173250.1| MFAGHFDLGLPVATVYFNAQKEPASRRR--------   173
gi|115468204|ref|NP_001057701.1| AFADRHDLGLPVAALYFNAQKEPANRRRRY------   176
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