gi | 30795231 r ef | NP 006308 T N
01| 114509052 ref | XP_001175409. 1| M PSLVSVCIGYASLEGVVGA! KNBNGI GFI TINE! GLCEHESEPNTARCRGIAANKSSKCVINVRLRECKGSER! FLPRVLFGVPVLINGVSAPRTIGGANVCPSFBSSARDSES! LRCATISLARPACPRRPRLPRSESLRCSAPRVRVVR 150
gi | 73954389 r ef | XP_868783. 1]

gi | 27807507| r ef | NP_777205. 1]
gi | 45383878 r ef | NP_989447. 1]
gi | 45598372| r ef | NP_081671. 1]
gi | 11560135| r ef | NP_071636. 1]

** khkkkhkkkhkhkkhkk Khhkkhkhkhkhkk. khkkhkhkkdkx **k*x*x * ** * oo, * k% *: * * k. kK * * ek Kkkkkk * * *
Qi | 30795231| ref | NP_006308. 3| === ===z oxomomeee oo A 104
gi | 114599052| r ef | XP_001175409. 1] -P-AAA|O°|LV.CAP-L|LCL|P||LPP-NC A 292
gi | 73954389 r ef | XP_868783. 1| A 110
gi | 27807507] r ef | NP_777205. 1] 106
gi | 45383878] r ef | NP_989447. 1] 110
gi | 45598372| ref | NP_081671. 1] ] ] 106
Qi | 11560135| ref | NP_071636. 1] === === r=scmmmmmmmmmamcmce e oaams ] : ] | 105
* * k% :**::.*. T : s FRkxkkk . - . ******. :* ****** * k : : T : . s Lo :
gi | 30795231| ref | NP_006308.3]  [E----- CAAPC- PAACGEAPKAAEA- - - - - AAAPAESAAPAAGE GAPASDSKPCS- - - - - CPAASAREPKP 227
gi | 114599052| r ef | XP_001175409. 1| E----- | : - - - - ABAPAESAAPAA GAPASDSKPCS- - - - - GPAASAEEPKP 415
gi | 73954389| ref | XP_868783.1|  [B----- AAG- - - - - - - CAPQAABP- - - - - - - ] g GAP ] ] ] 232
gi | 27807507| ref | NP_777205.1]  E----- SPSTCGCAPKASEA- - - - - - - ] GAPASDSKPSS- - - - - 227
gi | 45383878 ref | NP_989447. 1] VAPASDSKPSS- - - - - 244
gi | 45598372| ref | NP_081671.1]  E----- y SGEAPKAGEA: - - - - - - - - - SAADG :PEAKSCAAPAASDSKPSS- - - - - 226
gi | 11560135| ref | NP_071636.1]  E----- | “GEAPKAGEA: - - - - - - - - :AADGAPGEEGEAKKTEAP- AAGPEAKSCAAPAASDSKPS- - - - - - A 220

_ﬂ.ﬂ.__ﬂu‘uhu.ll._i-m-ﬂn



