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gi|158295782|ref|XP_316417.4| ------------------------MSNRSVLGFTGILLLALLAHTPAAVVAEPGETLVLLDNLA-IRETHSIFFKSLQERGYKLTFKLADDAGLVLSKYGEFLYQHLILFAPSV-EEFGGSLSVEAITEFIDNGGNVLVAGSTASGDPLR   150
gi|20070197|ref|NP_005207.2| --------MGYFRCAGAGSFGRRRKMEPSTAARAWA-LFWLLLPLLGAVCASGPRTLVLLDNLN-VRETHSLFFRSLKDRGFELTFKTADDPSLSLIKYGEFLYDNLIIFSPSV-EDFGGNINVETISAFIDGGGSVLVAASSDIGDPLR   150
gi|114554462|ref|XP_001161661.1| --------MGYFRCAGAGSFGRRRKMGPSTAARAWA-LFWLLLPLLGAVCASGPRTLVLLDNLN-VRETHSLFFRSLKDRGFELTFKTADDPSLSLIKYGEFLYDNLIIFSPSV-EDFGGNINVETISAFIDGGGSVLVAASSDIGDPLR   150
gi|46195798|ref|NP_031864.2| -----------------------MKMDPRLAVRAWP-LCGLLLAVLGCVCASGPRTLVLLDNLN-VRDTHSLFFRSLKDRGFELTFKTADDPSLSLIKYGEFLYDNLIIFSPSV-EDFGGNINVETISAFIDGGGSVLVAASSDIGDPLR   150
gi|58865778|ref|NP_001012104.1| -----------------------MKMVPRLAVRAWP-LCGLLLAALGCVCASGPRTLVLLDNLN-VRDTHSLFFRSLKDRGFELTFKTADDPSLSLIKYGEFLYDNLIIFSPSV-EDFGGNINVETISAFIDGGGSVLVAASSDIGDPLR   150
gi|50979164|ref|NP_001003321.1| -------------------MRRRRKMEAGAAARAWS-LLWLLLPLLGPVCASGPRTLVLLDNLN-LRETHSLFFRSLKDRAFELTFKTADDPSLSLIKYGEFLYDNLIIFSPSV-EDFGGNINVETISTFIDGGGSVLVAASSDIGDPLR   150
gi|155371877|ref|NP_001094543.1| --------------------------MATRAARVWSGWWLLLLPLLGLAGASGPRTLVLLDNLN-LRETHSLFFRSLKDRGFVLTFKTADDPSLSLIKYGEFLYDNLIIFSPSV-EDFGGNINVETISAFIDGGGSVLVAAGSDIGDPLR   150
gi|118101269|ref|XP_423294.2| ----------------------MPRADEKMAAAEVR--LWWLLAAVAAVGA-GPRSLVLLENGN-LRDTHSLFFRSLADRGFELTFRTADDAGLSLIKYGEFLYDNLIIFSPSI-EDFGGNINVETITAFIDGGGSVLVAASSDIGDPLR   150
gi|47085831|ref|NP_998258.1| ------------------------MATALSGGFSKNALFILSAALMLQAVLGDGKTLVLLDNPN-IRDTHSIFFRSLADRGFDLTFKTADDPGLSLLKYGQFLYDHLILFSPSV-EDFGGNINVETITAFIDGGGNVLVAASSDIGDPLR   150
gi|17536165|ref|NP_495655.1| ------------------------------MRWLPG---LLLIASIGFHQSLADRVLVLGETAA-VKDTHSVFLNSVKERGHELTVRAADDSQLALFKHGQLIFDHLFILAPGV-QVFGGSLSPSEISKFVDAGGNVLVAAGSNIGDALR   150
gi|124506940|ref|XP_001352067.1| MKIKIKNFLFVCFLLFFLILSFRYSCEKKKLQTVDYKKKSITGRIKNKIQKYKEKKLILITDITNINERYSSFLHILNTEGNYISKIINILSPDDIHKINYCLYDGLIIILDILNDKIVEILKASYLKLFIDKKKHIFFSLNNVIGKNAV   150
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gi|115471133|ref|NP_001059165.1| GIATECGVDFDEDPEAMVIDHINYAATDAEGDHTLIAG--DDLIQ---SDVILGSK---KIEAPVLFRGIGHAVNPSNSLVLKVLSASPSAYSANPKSKLASPPSLTGSAISLVSVMQARNNARVLISGSLDLFSNRFLKSGVQKAGSK-   300
gi|24640745|ref|NP_511096.2| EFASECGFELDEE-NAAVIDHLHYDVS-DAGEHTTILTSAKNLIQ---ADTIVGKANRQADAAPLLYRGTGLIADKENPLVLKLLTAESTAYSYNPEASVSDYPHAVGRGTLLIAALQARNNARVVFSGSLLFFSDESFTTAVQYAQSG-   300
gi|158295782|ref|XP_316417.4| ELASECGFEVDEE-KAAVIDHLNYDVS-DAGDHTTIVASPDNLID---ASIIVGDR---AGVAPLLYRGTGLLADRENPLVLQLLTADSSAYSYVPDAPIKEYPHAVGKGTLLIAALQARNNARVVFSGSLYFFSDEAFLAPVQRAQAGG   300
gi|20070197|ref|NP_005207.2| ELGSECGIEFDEE-KTAVIDHHNYDIS-DLGQHTLIVADTENLLK---APTIVGKS----SLNPILFRGVGMVADPDNPLVLDILTGSSTSYSFFPDKPITQYPHAVGKNTLLIAGLQARNNARVIFSGSLDFFSDSFFNSAVQKAAPGS   300
gi|114554462|ref|XP_001161661.1| ELGSECGIEFDEE-KTAVIDHHNYDIS-DLGQHTLIVADTENLLK---APTIVGKS----SLNPILFRGVGMVADPDNPLVLDILTGSSTSYSFFPDKPITQYPHAVGKNTLLIAGLQARNNARVIFSGSLDFFSDSFFNSAVQKAAPGS   300
gi|46195798|ref|NP_031864.2| ELGSECGIEFDEE-KTAVIDHHNYDVS-DLGQHTLIVADTENLLK---APTIVGKS----SLNPILFRGVGMVADPDNPLVLDILTGSSTSYSFFPDKPITQYPHAVGRNTLLIAGLQARNNARVIFSGSLDFFSDAFFNSAVQKATPGA   300
gi|58865778|ref|NP_001012104.1| ELGSECGIEFDEE-KTAVIDHHNYDVS-DLGQHTLIVADTENLLK---APTIVGKS----SLNPILFRGVGMVADPDNPLVLDILTGSSTSYSFFPDKPITQYPHAVGRNTLLIAGLQARNNARVIFSGSLDFFSDAFFNSAVQKAAPGA   300
gi|50979164|ref|NP_001003321.1| ELGSECGIEFDEE-KTAVIDHHNYDVS-DLGQHTLIVADPENLLK---APTIVGRS----SLNPILFRGVGMVADPDNPLVLDILTGSSTSYSFFPDKPITQYPHAVGKNTLLIAGLQARNNARVVFSGSLDFFSDAFFNSAVQKAAPGS   300
gi|155371877|ref|NP_001094543.1| ELGSECGIEFDEE-KTAVIDHHNYDVS-DLGQHTLIVADTENLLK---APTIVGKS----SLNPILFRGVGMVADPDNPLVLDILTGSSTSYSFFPDKPITQYPHAVGKNTLLIAGLQARNNARVIFSGSLDFFSDAFFNSAVQKAAPGS   300
gi|118101269|ref|XP_423294.2| ELGSECGIEFDEE-RTAVIDHHNYDIS-DPGQHTLIVADAENLLK---APTIVGKK----ALNPILFRGVGMVADPDNPLVLDILTGSSTSYSFFPDKPITQYPHAVGKNTLLIAGLQARNNARVVFSGSLDFFSDAFFSSAVQKATPGS   300
gi|47085831|ref|NP_998258.1| ELGSECGIEFDEE-KTAVIDHHNYDIS-DPGEHTLIVADPENLLK---APTIVGKP----TDKPVLFKGVGMVADPDNPLVLDILTGSSTSYSYFPDRPITQYPHAVGKNTLLIAGLQARNNARVVFSGSLHFFSDAFFNSAVQKAATGS   300
gi|17536165|ref|NP_495655.1| EIAAEHGFEFEEA-GTSVIDHHNYDQTLDSGDHTTLVVGKDQLIS---AELIVGNS---AKLHPVLFKGIGLVAGKTNNLALSIVRASGTAYSYDPKAVRATNPSIAGSRTLLVGGLQSRNNARIVFTGSSELFSNTFFSAKTNSVNPS-   300
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gi|24640745|ref|NP_511096.2| VFHKLAGNRDVAESISKWVFGETGRLRVASVQHHKEGELLPPDQAYTITDPVVYTIGIEEL-VQGEWRAFKASDIQLEFVRIDPFVRTYLK---QTNTGAYQAKFKIPDVYGVYQFKVDYNRVGYTHLYSTTQVSVRPLEHT-QYERFIP   450
gi|158295782|ref|XP_316417.4| KHFARSGNQDVAMAISKWVFGENGVIRARSVSHSKEGESQPPS-SYTVTDPVVYTIEIETRGSDGKWKAFEASDVQLEFVRIDPFVRTTLV---PVGGGRYEARFLIPDVYGVYQFKVNYDRIGYTHLYSTTQVSVRPLTHT-QYERFIP   450
gi|20070197|ref|NP_005207.2| QRYSQTGNYELAVALSRWVFKEEGVLRVGPVSHHRVGETAPPN-AYTVTDLVEYSIVIQQL-SNGKWVPFDGDDIQLEFVRIDPFVRTFLK---KKG-GKYSVQFKLPDVYGVFQFKVDYNRLGYTHLYSSTQVSVRPLQHT-QYERFIP   450
gi|114554462|ref|XP_001161661.1| QRYSQTGNYELAVALSRWVFKEEGVLRVGPVSHHRVGETAPPN-AYTVTDLVEYSIVIQQL-SNGKWVPFDGDDIQLEFVRIDPFVRTFLK---KKG-GKYSVQFKLPDVYGVFQFKVDYNRLGYTHLYSSTQVSVRPLQHT-QYERFIP   450
gi|46195798|ref|NP_031864.2| QRYSQTGNYELAVALSRWVFKEEGVLRVGPVSHHRVGEMAPPN-AYTVTDLVEYSIIIEQL-SNGKWVPFDGDDIQLEFVRIDPFVRTFLK---RKG-GKYSVQFKLPDVYGVFQFKVDYNRLGYTHLYSSTQVSVRPLQHT-QYERFIP   450
gi|58865778|ref|NP_001012104.1| QRYSQTGNYELAVALSRWVFKEEGVLRVGPVSHHRVGETAPPN-AYTVTDLVEYSIVIEQL-SNGKWVPFDGDDIQLEFVRIDPFVRTFLK---RKG-GKYSVQFKLPDVYGVFQFKVDYNRLGYTHLYSSTQVSVRPLQHT-QYERFIP   450
gi|50979164|ref|NP_001003321.1| QRYSQTGNYELAVALSRWVFKEEGVLRVGPVSHHRVGETAPPN-AYTVTDLVEYSIVIEQL-SNGRWVPFDGDDIQLEFVRIDPFVRTFLK---KKG-GKYSVQFKLPDVYGVFQFKVDYNRLGYTHLHSSTQVSVRPLQHT-QYERFIP   450
gi|155371877|ref|NP_001094543.1| QRYSQTGNYELAVALSRWVFKEEGVLRVGPVSHHRVGETAPPN-AYTVTDLVEYSIVIEQL-SDGKWVPFDGDDIQLEFVRIDPFVRTFLK---RKG-GKYSVQFKLPDVYGVFQFKVDYNRLGYTHLYSSTQVSVRPLQHT-QYERFIP   450
gi|118101269|ref|XP_423294.2| KRYSQTGNYELAVALSRWVFKEEGVLRVGAVSHHRVGELAPPN-AYTVTDLVEYSIVIEKL-SDGKWIPFDGDDIQLEFVRIDPFVRTFLK---RNG-GKYSVQFKLPDVYGVFQFKVDYNRLGYTHLYSSTQVSVRPLQHT-QYERFIP   450
gi|47085831|ref|NP_998258.1| KRYEQTGNQDLAEALSRWVFKEAGVLRVGDVTHHPVGESTPPA-AYTVTDLVEYGIVIEML-SGGKWVPFDGDDIQLEFVRIDPFVRTYLK---KNG-GKYSVQFKLPDVYGVFQFKVDYNRLGYTHLYSSTQVSVRPLQHT-QYERFIP   450
gi|17536165|ref|NP_495655.1| VQGAQSGNADFATAITRWVMKESGVLRVKTVNHHKKGETVPPVEGYFITEDVVYTIEIEEL-KNGKWVPFQGKDVQLEFVRIDPFVRATLK---NSN-GRLSVAFKLPDVLGVFKFLVDYRRVGYTHLYDVQQVSVRPLWHT-QYERFIR   450
gi|124506940|ref|XP_001352067.1| ---IHNANKQFTYELIKWNLKKSGIIRYNNFKFYKDINQDKSNNTFFINDFVNMSIDLYHL-KNNFWIPYKNNNIQIQISKIHIISRTFLNTYKSINNPTYYTNFQLPKEHGIYKLQIYYLNKGYNILNLEYSIPIRTLLHYDKNKKVKF   450
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