gi | 6681243 ref | NP_031917. 1

gi | 109469084 r ef | XP_230765. 4|
gi | 73992245] 1 ef | XP_542963. 2
gi | 194672360 r ef | XP_615437. 4
gi | 12669911 ref | NP_005216. 1|
gi | 45382583 r ef | NP_990550. 1
gi | 189536305 r ef | XP_695874. 3

gi | 6681243| ref | NP_031917. 1

|
gi | 109469084] r ef | XP_230765. 4
gi | 73992245] ref | XP_542963. 2|
gi | 194672360 ref | XP_615437. 4
gi | 12669911 ref | NP_005216. 1
gi | 45382583 r ef | NP_990550. 1]
gi | 189536305 r ef | XP_695874. 3

gi | 6681243 ref | NP_031917. 1|
gi | 109469084] r ef | XP_230765. 4
gi | 73992245] 1 ef | XP_542963. 2
gi | 194672360 r ef | Xi

|
|
f

P 615437. 4
gi | 12669911 r ef | NP_005216. 1
gi | 45382583] r ef | NP_990550. 1

gi | 189536305| r ef | XP_695874. 3

gi | 6681243 ref | NP_031917. 1
gi | 109469084| r ef | XP_230765. 4|
gi | 73992245] 1 ef | XP_542963. 2
gi | 194672360 ref | XP_615437. 4
gi | 12669911 ref | NP_005216. 1|
gi | 45382583] r ef | NP_990550. 1
gi | 189536305 r ef | XP_695874. 3

--------------------------------------------------------------------------------------------------------------------------------------- NAVA- - PAGGGEAPA
--------------------------------------------------------------------------------------------------------------------------------------- NAV. --PAGGE!EPA
MEENACKFI M| KSHVSALKAGTRPGTEERTI L VKSADLSNEKVL VERVRSL CCHGRSEYCVKRRTDTEPKCSTCREPESACRRCASRATTPCWPCL CRGRRPCAERERAL AAGRECPAPPPPPATRAARAVSANAVAGAPACCPCAPA

AVAGAPAGGSCAPA

NALAGAPAGGPCAPA

NATAGGAAG- - - - - -

T, 10........ 20........ 30........ 40........ 50........ 60........ 700 ..., 80........ 90....... 100....... 110....... 120....... 130....... 140. ... ... 150
***:*:*: ****: * * * * *****:*********** * % * kkkkkokkkk **.

LEALLGAGALRLLESSG VI GAPGLP- - - AAPPJIC LLF LBL P L
LEALLGAGALRLLDSSG! VI GAPCVPIIGPAAPPAC LLF, LEL P L
LEAL LGAGALRLLESSG| VI PPAPAGPAAPAAG LLLF LEL P L
LEALLGAGALRLLESSG VI PPAPAGPAAPAAG LLLF P L
LEALLGAGALRLLESSG! VI PPAPIIGPAAPAAGPCEPBLLLF, P L
LAALLGG- - - - - - LLI VSASEEP- - - - - - - - - - AGGCRP- BABLLLFATPGPSRPGPAPRRPAL P L

------------------------------------------------------------------------ ASQVLD
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HTMWGI'G
RTMWGI G
HAAVGI S
HATVGI S
HTTVGVG
CVAAGAS
GNRI CG

| L
| LI L
| LI L
| LI L
| LI L
| L
[ L

[l ol el sl s

L
L

PPSISPAL LLCL! CLLP FCL| Cl RBL FCBLEPLBE 430
PP L LLCL CLLP! FCL Cl RDL FCELEPLEF 432
PPSSP, LLSL CLL FCL Cl REL FCELIPLEF 571
PRSSP, LLSL SLL FCL Cl REL FCELIPLBF 437
PPSSL: LLSL. CLL FCL Cl RDL FCELEPLBF 437
CRASPLLHSAGCVNMLL DEFPCFLA FCL Cl SEL F LEF 403
——————————————————————————————————————————————————————————————————————————————————————————————————————————————————————————————— 166
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