gi | 73956677 r ef | XP_546740. 2|
gi | 119927960 r ef | XP_593064. 3|
gi | 30794514] r ef | NP_035772. 1|
gi | 109475899] ref | XP_342993. 3|
gi | 4885645| r ef | NP_005418. 1]
gi | 118100986 r ef | XP_417545. 2|
gi | 34330176 ref | NP_899183. 1
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f | XP_593064

| NP_035772. 1|
f| XP_342993. 3|
NP_005418. 1|
f| XP_417545. 2|
| NP_899183. 1

gi | 4885645|re
gi | 118100986
gi | 34330176]| r

gi | 73956677 r ef | XP_546740. 2|
gi | 119927960] r ef | XP_593064. 3|
gi | 30794514] r ef | NP_035772, 1|
gi | 109475899] ref | XP_342993. 3|
gi | 4885645| r ef | NP_005418. 1|

gi | 118100986 r ef | XP_417545. 2|
gi | 34330176 ref | NP_899183. 1

gi | 73956677] r ef | XP_546740. 2|
gi | 119927960] r ef | XP_593064. 3|
gi | 30794514] r ef | NP_035772. 1|
gi | 109475899] ref | XP_342993. 3|
gi | 4885645| r ef | NP_005418. 1]

gi | 118100986 r ef | XP_417545. 2|
gi | 34330176 ref | NP_899183. 1

gi | 73956677 ref | XP_546740. 2|
gi | 119927960 r ef | XP_593064. 3|
gi | 30794514] ref | NP_035772. 1]
gi | 109475899 r ef | XP_342993. 3|
gi | 4885645| r ef | NP_005418. 1|
gi | 118100986 r ef | XP_417545. 2|
gi | 34330176| ref | NP_899183. 1|
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gi | 73956677 r ef | XP_546740. 2| LVGEPP 900
gi | 119927960 r ef | XP_593064. 3| LVGGPP 900
gi | 30794514] r ef | NP_035772. 1 L VCGPP 900
gi | 109475899 r ef | XP_342993. 3| LVGGPP 900
gi | 4885645| r ef | NP_005418. 1] LVGGPP 900
L VGGPA g! 900
LVTEG P 900

gi | 118100986] r ef | XP_417545. 2
gi | 34330176] ref | NP_899183. 1

.*. :* .* *** *********:.*.*******.*** ***: *******.:****.*::*******:*:*:*: ******::**.** . ***:*** * :*::** khkkhkkkhkkkkkkkkkkxk
gi | 73956677 ref | XP_546740. 2| LLGPNGPEI L] ; cL CL| LGAL: |!|G 1050
gi | 119927960] r ef | XP_593064. 3| GPNLGPNGPGI L 1 GL Gl LGAL. I Al G 1050
gi | 30794514 ref | NP_035772. 1|  GPNLGPNGSGNL ] ] cL LGAL ISl G 1050
gi | 109475899 r ef | XP_342993, 3| GPNLESNG- - - - - - - ] ] cL LGAL ISl G 1050
gi | 4885645| r ef | NP_005418. 1| LGPVGPGNL] ] Gl LGAL. ISl G 1050
gi | 118100986 r ef | XP_417545. 2| APSLGPNGPGNLN- - g ] ] ISl G 1050
gi | 34330176 ref | NP_899183. 1| SASLSHNVGANNLG- - NAI G 1050
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gi | 73956677 r ef | XP_546740. 2| GCPCCCSC g 1098
gi | 119927960 r ef | XP_593064. 3| GCPAGCAC ] 1098
gi | 30794514 ref | NP_035772. 1] GGACAVIIC ] 1098
gi | 109475899 r ef | XP_342993. 3| GCACGVIC ] 1098
gi | 4885645| r ef | NP_005418. 1| GCPCC- - G ] 1098
gi | 118100986 r ef | XP_417545, 2| G ] 1098
gi | 34330176 ref | NP_899183. 1| 1098




