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gi|56090198|ref|NP_001007719.1| ---------------------METSMPEYYEVFGDFHG--VLMDKLFTKYWEDVETFSARPDDLLVVTYPKSGSTWIGEIVDMIYKEGDVEKCKEDAIFNRIPYLECRNEDLING-----------------------------------   150
gi|6981594|ref|NP_037015.1| ---------------------METSMPEYYDVFGDFHG--FLMDKRFTKYWEDVETFLARPDDLLIVTYPKSGSTWISEIVDMIYKEGDVEKCKEDALFNRIPDLECRNEDLING-----------------------------------   150
gi|12963515|ref|NP_075624.1| ---------------------METSMPEYYEVFGEFRG--VLMDKRFTKYWEDVEMFLARPDDLVIATYPKSGTTWISEVVYMIYKEGDVEKCKEDAIFNRIPYLECRNEDLING-----------------------------------   150
gi|4885617|ref|NP_005411.1| ---------------------MN-SELDYYEKFEEVHG--ILMYKDFVKYWDNVEAFQARPDDLVIATYPKSGTTWVSEIVYMIYKEGDVEKCKEDVIFNRIPFLECRKENLMNG-----------------------------------   150
gi|114594441|ref|XP_001161190.1| ---------------------MN-SELDYYEKFEEVHG--ILMYKDFVKYWDNVEAFQARPDDLVIATYPKSGTTWVSEIVYMIYKEGDVEKCKEDVIFNRIPFLECRKENLMNG-----------------------------------   150
gi|57095858|ref|XP_539301.1| ---------------------MEPSKPDYCTFFGKIHG--ILMYKDFMKYWDDVETFQARPDDIVIATYPKSGTTWVSEIVYMICKEGDVEKCKEDVIFNRIPYLECRKENLMNG-----------------------------------   150
gi|29135273|ref|NP_803454.1| ---------------------MSSSKPSFSDYFGKLGG--IPMYKKFIEQFHNVEEFEARPDDLVIVTYPKSGTTWLSEIICMIYNNGDVEKCKEDVIFNRVPYLECSTEHVMKG-----------------------------------   150
gi|24645281|ref|NP_649870.1| -------MQLIYRELEEDILRRTNAVFPVQNCFVEVLPDQFIIPRKYVELGESIRSLPVYQDDVWMVSYPRTGSTWAQEMVWLLGHQLDYVAAEQDLR-LRSPLIELSALFSIDH--HETVAQKFG----------------------NT   150
gi|158292261|ref|XP_313795.2| SEKFSVRMNFEYNPLGDEFRERLEAFFGRRDHFIEVNPGRVVMPKAFADIGDSIRDLPIRSNDVWLMSFPRAGSTWAQEMVWLLGNNLDYEAARNQLQQVRTPLLELSAIFSDDRSVEDTVTSTKTGETYINAELLTCLFPISRHEKIDS   150
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gi|56090198|ref|NP_001007719.1| IKQLKEKESPRIVKTHLPAKLLPASFWEKNCKIIYLCRNAKDVVVSYYYFFLIIKSYPNPKSFSEFVEKFMEGQVPYGSWYDHVKSWWEKSKNSRVLFMFYEDMKEDIRREVVKLIEFLERD--PLAELVDKIIQHTSFQEMKNNPCTNY   300
gi|6981594|ref|NP_037015.1| IKQLKEKESPRIVKTHLPAKLLPASFWEKNCKIIYLCRNAKDVVVSYYYFFLIMKSYPNPKSFSEFVEKFMEGQVPYGSWYDHVKSWWEKSKNSRVLFMFYEDMKEDIRREVVKLIEFLERD--PSAELVDRIIQHTSFQEMKNNPCTNY   300
gi|12963515|ref|NP_075624.1| IKQLKEKESPRIVKTHLPPKVLPASFWEKNCKMIYLCRNAKDVAVSYYYFLLMITSYPNPKSFSEFVEKFMQGQVPYGSWYDHVKAWWEKSKNSRVLFMFYEDMKEDIRREVVKLIEFLERK--PSAELVDRIIQHTSFQEMKNNPSTNY   300
gi|4885617|ref|NP_005411.1| VKQLDEMNSPRIVKTHLPPELLPASFWEKDCKIIYLCRNAKDVAVSFYYFFLMVAGHPNPGSFPEFVEKFMQGQVPYGSWYKHVKSWWEKGKSPRVLFLFYEDLKEDIRKEVIKLIHFLERK--PSEELVDRIIHHTSFQEMKNNPSTNY   300
gi|114594441|ref|XP_001161190.1| VKQLDEMNSPRIVKTHLPPELLPASFWEKNCKIIYLCRNAKDVAVSFYYFFLMVAGHPNPGSFPEFVEKFMQGQVPYGSWYKHVKSWWEKGKSPRVLFLFYEDLKEDIRKEVIKLIHFLERK--PSEELVDRIIHHTSFQEMKNNPSTNY   300
gi|57095858|ref|XP_539301.1| VKQLKQMASPRVVKTHLPVELLPASFWEKNCKVIYLCRNAKDVVVSYYYFFRMITAHPDPGSFQEFVEKFMDGQVPYGSWYKHAKSWWEKRKNPHVLFLFYEDMKEDIRKEVIKVMQFLGRQ--PTEELVDKIVQHTSFQEMKNNPSTNY   300
gi|29135273|ref|NP_803454.1| VKQLNEMASPRIVKSHLPVKLLPVSFWEKNCKIIYLSRNAKDVVVSYYFLILMVTAIPDPDSFQDFVEKFMDGEVPYGSWFEHTKSWWEKSKNPQVLFLFYEDMKENIRKEVMKLLEFLGRK--ASDELVDKIIKHTSFQEMKNNPSTNY   300
gi|24645281|ref|NP_649870.1| VDLVRNLPRPRFARSHLPWPLLPEQFETVKPRIVYTARNPKDLCVSYYHYFKLLHGM--NGDFEQFVDLFLEGHTPMGSYWRHVLPFWKRSQDDNVLFIKYEDMVKDLPSVVRRCARFLGVQSLLDVSTLQKLCDHLTFDKMRANKAVNL   300
gi|158292261|ref|XP_313795.2| VQCVQQMAGRRFIKSHLPWQLHPREMDNVRPKIIYVVRNPKDLCVSYYYYCQLIHRS--EGTFEECCDIFLADQAPIGPMWAHALAFWKRRNQGNILFLKYEDMKRNLPTVIRQCAEFLEFGRALTDEEVQTMCDHLQFERMQRNPAVNL   300
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gi|56090198|ref|NP_001007719.1| SMLPETMID---LKVSPFMRKGIVGDWRNHFPEALRERFEEHYQRHMKDCPVKFRAEL   358
gi|6981594|ref|NP_037015.1| SMLPETMID---LKVSPFMRKGIVGDWKNHFPEALRERFEEHYQQQMKDCPVKFRAEL   358
gi|12963515|ref|NP_075624.1| TMMPEEMMN---QKVSPFMRKGIIGDWKNHFPEALRERFDEHYKQQMKDCTVKFRMEL   358
gi|4885617|ref|NP_005411.1| TTLPDEIMN---QKLSPFMRKGITGDWKNHFTVALNEKFDKHYEQQMKESTLKFRTEI   358
gi|114594441|ref|XP_001161190.1| TTLPDEIMN---QKLSPFMRKGITGDWKNHFTVALNEKFDKHYEQQMKESTLKFRTEI   358
gi|57095858|ref|XP_539301.1| TTVPDEIMN---QKVSPFMRKGIAGDWKNHFTVALNEKFDIHYEQQMKGSTLKLRTEI   358
gi|29135273|ref|NP_803454.1| TTLPDEVMN---QKVSPFMRKGDVGDWKNHFTVALNEKFDMHYEQQMKGSTLKFRTKI   358
gi|24645281|ref|NP_649870.1| EKLLPES-------SSKFIRNGKIGDWRNHMGNEMSERFDEWTERHMRGSGLNFDYV-   358
gi|158292261|ref|XP_313795.2| EPLMKDSPIIQNDAGVKFIRKGEIGDWKNHMDSALSARFDGWIRDHFEGSGLEFDYE-   358
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