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gi|195927037|ref|NP_001124295.1| --------------------------------------------------------------MPARTAPARVPTLAVPAISLPDDVRRRLKDLERDSLTEKECVKEKLNLLHEFLQTEIKNQLCDLETKLRKEELSEEGYLAKVKSLLNK   150
gi|114675304|ref|XP_001163764.1| MAGSVPSFCTGYRLSPFGTSPPPPRPDWGGRRRLRSSPLPIGFRAKSRGACAATAASAEASEMPARTAPARVPTLAVPAISLPDDVRRRLKDLERDSLTEKECVKEKLNLLHEFLQTEIKNQLCDLETKLRKEELSEEGYLAKVKSLLNK   150
gi|73986989|ref|XP_533919.2| ----------------------------MVHAASARRPSPSVSARKARAASAAAAVSAAVSKMPARTAPARVPTLASRALSLPDDVRRRLKDLERDSLTEKECVKEKLNLLHEFLQTEIKNQLCDLETKLHKEELSEEGYLAKVKSLLNK   150
gi|32880212|ref|NP_872592.1| --------------------------------------------------------------MPARTAPARVPALASRAFSLPDDVRRRLKDLERDSLTEKECVKEKLNLLHEFLRTEIKNQLCDLETKLHKEELSEEGYLAKVKSLLNK   150
gi|110347402|ref|NP_034196.3| --------------------------------------------------------------MPARTAPARVPALASPAGSLPDHVRRRLKDLERDGLTEKECVREKLNLLHEFLQTEIKSQLCDLETKLHKEELSEEGYLAKVKSLLNK   150
gi|29789295|ref|NP_445806.1| --------------------------------------------------------------MPARTAPARVPALASPAGSLPDHVRRRLKDLERDGLTEKECVKEKLNLLHEFLQTEIKSQLCDLETKLHKEELSEEGYLAKVKTLLNK   150
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gi|195927037|ref|NP_001124295.1| DLSLENGAHAYNREVNGRLENGNQARSEARRVGMADANSPPKPLSKPRTPRRSKSDGEAKRSRDPPASASQVTGIRAEPSPSPRITRKSTRQTTITSHFAKGPAKRKPQEESERAKSDESIKEEDKDQDEKRRRVTSRERVARPLP-AEE   300
gi|114675304|ref|XP_001163764.1| DLSLENGAHAYNREVNGRLENGNQARSEARRVGMADANSPPKPLSKPRTPRRSKSDGEAK----------------PEPSPSPRITRKSTRQTTITSHFAKGPAKRKPQEESERAKSDESIKEEDKDQDEKRRRVTSRERVARPLP-AEE   300
gi|73986989|ref|XP_533919.2| DLSLENGAHAFSREMNGCLENGSQTSGEDRRVGMAEENKSPKPVSKLCTPRRSKSDGETKS---------------EASSSSPRITRQTTRQTTILSHFARGPAKRKPEEEPDKAKSDDSLEEE-NDQEEKRRRVTSREQGARALP-AEE   300
gi|32880212|ref|NP_872592.1| DLSLENGAHAFSREANGCLENGSQTSGEDCRVVMAEKGKPPKPVSRLYTPRRSKSDGETKS---------------EVSSS-PRITRKTTRQTTITSHFPRGPAKRKPEEEPEKVKSDDSVDEE-KDQEEKRRRVTSRERVAGLLP-AEE   300
gi|110347402|ref|NP_034196.3| DLSLENGTHTLTQKANGCPANGSRP---TWRAEMADSNRSPRSRPKPRGPRRSKSDSDTLF----------------ETSPSSVATRRTTRQTTITAHFTKGPTKRKPKEESEEGNSAESAAEE-RDQDKKRRVVDTESGAAAA---VEK   300
gi|29789295|ref|NP_445806.1| DLCLENGTLSLTQKANGCPANGSRP---TWKAEMADSNRSPRSRPKPRGPRRSKSDSETMI----------------EASSSSVATRRTTRQTTITSHF-KGPAKRKPKEDSEKGNANESAAEE-RDQDKKRRVAGTESRASRAGESVEK   300
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gi|195927037|ref|NP_001124295.1| PERAKSGTRTEKEEERDEKEEKR-LRSQTKEPTPKQKLKEEPDREARAGVQADEDEDGDEKD-EKKHRSQPKDLAAKRRPEEKEPEKVNPQISDEKDEDEKEEKRRKTTPKEP----------TEKKMARAKTVMNSKTHPPKCIQCGQY   450
gi|114675304|ref|XP_001163764.1| PERAKSGTRTEKEEERDEKEEKR-LRSQTKEPTPKQKLKEEPDREARAGVQADEDEDGDEKD-EKKHRSQPKDLAAKRRPEEKEPEKVNPQISDEKDEDEKEEKRRKTTPKEP----------TEKKMARAKTVVNSKTHPPKCIQCGQY   450
gi|73986989|ref|XP_533919.2| PERVQPGTHMDEEEEREEKEEKR-LRSQTKEPTPKPKSKEEPDREGRTG-LQGEMD-GDEKD-EKRPRSQPKDLAAKRRPEEKEPERVKPQVSEEKDEDEKEEKRRKTTSKEP----------NEKKMARTKTVVSSKTHPLRCVQCGQY   450
gi|32880212|ref|NP_872592.1| PGRVRPGTHMEEEG-RDDKEEKR-LRSQTKEPTPKHKAKEEPDRDVRPGGAQAEMNEGEDKD-EKRHRSQPKDLASKRRPEEKEPERVKPQVSDEKDEDEKEEKRRRTTYREL----------TEKKMTRTKIAVVSKTNPPKCTECLQY   450
gi|110347402|ref|NP_034196.3| LEEVTAGTQLGPEEPCEQEDDNRSLRRHTRELSLRRKSKEDPDREARPETHLDEDEDGKKDKRSSRPRSQPRDPAAKRRPKEAEPEQVAPETPEDRDEDEREEKRRKTTRKKLESHTVPVQSRSERKAAQSKS-VIPKINSPKCPECGQH   450
gi|29789295|ref|NP_445806.1| PERVRPGTQLCQEEQGEQEDDRR-PRRQTRELASRRKSREDPDREARPGTHLDVDDDDEKDKRSSRPRSQPRDLATKRRPKE-EVEQITPEPPEGKDEDEREEKRRKTTRKKPEPLSIPVQSRVERKASQGKASAIPKLNPPQCPECGQY   450
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gi|195927037|ref|NP_001124295.1| LDDPDLKYGQHPPDAVDEPQMLTNEKLSIFDANESGFESYEALPQHKLTCFSVYCKHGHLCPIDTGLIEKNIELFFSGSAKPIYDDDPSLEGGVNGKNLGPINEWWITGFDGGEKALIGFSTSFAEYILMDPSPEYAPIFGLMQEKIYIS   600
gi|114675304|ref|XP_001163764.1| LDDPDLKYGQHPPDAVDEPQMLTNEKLSIFDANESGFESYEALPQHKLTCFSVYCKHGHLCPIDTGLIEKNIELFFSGSAKPIYDDDPSLEGGVNGKNLGPINEWWITGFDGGEKALIGFSTSFAEYILMDPSPEYAPIFGLMQEKIYIS   600
gi|73986989|ref|XP_533919.2| LDDAELKYEQHPPDAVDEPQLLTNEKLSIFDANESGFESYEALPQHKLTCFSVYCKRGHLCPIDTGLIEKNVELFFSGYAKPIYDDDPSLEGGVNGKNLGPINEWWITGFDGGEKALIGFSTSFAEYILMDPNPEYAPLFSVMQEKIYIS   600
gi|32880212|ref|NP_872592.1| LDDPELRYEQHPPDAVEEIQILTNERLSIFDANESGFESYEDLPQHKLTCFSVYCKRGHLCPIDTGLIEKDVELLFSGSAKPIYEDDPSPEGGINGKNFGPINEWWIAGFDGGEKALLGFSTSFAEYILMDPSPEYAPLFSVMQEKIYIS   600
gi|110347402|ref|NP_034196.3| LDDPNLKYQQHPEDAVDEPQMLTSEKLSIYDSTSTWFDTYEDSPMHRFTSFSVYCSRGHLCPVDTGLIEKNVELYFSGCAKAIHDENPSMEGGINGKNLGPINQWWLSGFDGGEKVLIGFSTAFAEYILMEPSKEYEPIFGLMQEKIYIS   600
gi|29789295|ref|NP_445806.1| LDDPDLKYQQHPVDAVDEPQMLTNEALSVFDSNSSWFETYDSSPMHKFTFFSVYCSRGHLCPVDTGLIEKNVELYFSGVAKAIHEENPSVEGGVNGKNLGPINQWWISGFDGGEKALIGFSTAFAEYFLMEPSPEYAPIFGLMQEKIYIS   600
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gi|195927037|ref|NP_001124295.1| KIVVEFLQSNSDSTYEDLINKIETTVPPSGLNLNRFTEDSLLRHAQFVVEQVESYDEAGDSDEQPIFLTPCMRDLIKLAGVTLGQRRAQARRQTIRHSTREKDRGPTKATTTKLVYQIFDTFFAEQIEKDDREDKENAFKRRRCGVCEVC   750
gi|114675304|ref|XP_001163764.1| KIVVEFLQSNSDSTYEDLINKIETTVPPSGLNLNRFTEDSLLRHAQFVVEQVESYDEAGDSDEQPIFLTPCMRDLIKLAGVTLGQRRAQARRQTIRHSTREKDRGPTKATTTKLVYQIFDTFFAEQIEKDDREDKENAFKRRRCGVCEVC   750
gi|73986989|ref|XP_533919.2| KIVVEFLQSNPDSTYEDLINKIETTVPPSVLNLNRFTEDSLLRHAQFVVEQVESYDEAGDSDEQPIFLTPCMRDLIKLAGVTLGKRRAE-RRQTIGHSAKEKDKGPTKATTTKLVYQIFDTFFAEQIEKDDKEDKENAFKRRRCGVCEVC   750
gi|32880212|ref|NP_872592.1| KIVVEFLQSNPDSTYEDLINKIETTVPPCMLNLNRFTEDSLLRHAQFVVEQVESYDRAGDSDEQPIFLSPCMRDLIKLAGVTLGKRRAE-RRQTIRQPAKEKDKGPTKATTTKLVYQIFDTFFAEQIEKDDKEDKENAFKRRRCGVCEIC   750
gi|110347402|ref|NP_034196.3| KIVVEFLQNNPDAVYEDLINKIETTVPPSTINVNRFTEDSLLRHAQFVVSQVESYDEAKDDDETPIFLSPCMRALIHLAGVSLGQRRAT--RR-VMGATKEKDKAPTKATTTKLVYQIFDTFFSEQIEKYDKEDKENAMKRRRCGVCEVC   750
gi|29789295|ref|NP_445806.1| KIVVEFLQSNPDAVYEDLINKIETTVPPSAINVNRFTEDSLLRHAQFVVSQVESYDDAKDDDETPIFLSPCMRSLIHLAGVSLGQRRAT--RRTVINSAKVKRKGPTKATTTKLVYQIFDTFFSEQIEKDDKEDKENTMKRRRCGVCEVC   750
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gi|195927037|ref|NP_001124295.1| QQPECGKCKACKDMVKFGGSGRSKQACQERRCPNMAMKEADDDEEVDDNIPEMPSPKKMHQGKKKKQNKNRISWVGEAVKTDGKKSYYKKVCIDAETLEVGDCVSVIPDDSSKPLYLARVTALWEDSSNGQMFHAHWFCAGTDTVLGATS   900
gi|114675304|ref|XP_001163764.1| QQPECGKCKACKDMVKFGGSGRSKQACQERRCPNMAMKEADDDEEVDDNIPEMPSPKKMHQGKKKKQNKNRISWVGEAVKTDGKKSYYKKVCIDAETLEVGDCVSVIPDDSSKPLYLARVTALWEDSSNGQMFHAHWFCAGTDTVLGATS   900
gi|73986989|ref|XP_533919.2| QQPECGQCKACKDMVKFGGSGRSKQACQERRCPNMAMKEADDDEEVDDNIPEVPSPKKMHQGKKKKQNKNRISWVGDAVKTDGKKDYYKKVCIDSETLEVGDCVSVIPDDSSKPLYLARVTALWEDGSNGQMFHAHWFCAGTDTVLGATS   900
gi|32880212|ref|NP_872592.1| QQPECGKCKACKDMVKFGGSGRSKQACQKRRCPNMAMKEADDDEEVDDNIPEMPSPKKMHQGKKKKQNKNRISWVGDAVKTDGKKSYYKKVCIDSETLEVGDCVSVIPDDSSKPLYLARVTALWEDSSNGQMFHAHWFCAGTDTVLGATS   900
gi|110347402|ref|NP_034196.3| QQPECGKCKACKDMVKFGGTGRSKQACLKRRCPNLAVKEADDDEEADDDVSEMPSPKKLHQGKKKKQNKDRISWLGQPMKIEENRTYYQKVSIDEEMLEVGDCVSVIPDDSSKPLYLARVTALWEDKNGQMMFHAHWFCAGTDTVLGATS   900
gi|29789295|ref|NP_445806.1| QQPECGKCKACKDMVKFGGTGRSKQACLKRRCPNLAVKEADEDEEADDDIPELPSPKKLHQGKKKKQNKDRISWLGEPVKIEENRTYYWKVSIDEETLEVGDCVSVIPDDPSKPLYLARVTALWEDKNG-QMFHAHWFCAGTDTVLGATS   900
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gi|195927037|ref|NP_001124295.1| DPLELFLVDECEDMQLSYIHSKVKVIYKAPSENWAMEGGMDPESLLE-GDDGKTYFYQLWYDQDYARFESPPKTQPTEDNKFKFCVSCARLAEMRQKEIPRVLEQLEDLDSRVLYYSATKNGILYRVGDGVYLPPEAFTFNIKLSSPVKR  1050
gi|114675304|ref|XP_001163764.1| DPLELFLVDECEDMQLSYIHSKVKVIYKAPSENWAMEGGMDPESLLE-GDDGKTYFYQLWYDQDYARFESPPKTQPTEDNKFKFCVSCARLAEMRQKEIPRVLEQLEDLDSRVLYYSATKNGILYRVGDGVYLPPEAFTFNIKLSSPVKR  1050
gi|73986989|ref|XP_533919.2| DPLELFLVDECEDMQLSYIHSKVKVVYKAPSENWALEGGMDPEALIT-EDDGKTYFYQLWYDQDYARFESPPKTQPTEDNKYKFCVSCARLAEMRQKEIPRVLEQLEDLDNRVLYSSATKNGIQYRVGDGVYLLPEAFTFNIKLSSPVKR  1050
gi|32880212|ref|NP_872592.1| DPLELFLVDECEDMQLSYIHSKVQVIYKAPSENWAMEGGVDPEALMS-EDDGKTYFYQLWYDQDYARFESPPKTQPTEDNKYKFCASCARLAEMRQKEIPRVVEQLQDLEGRVLYSLATKNGVQYRVGDGVYLPPEAFTFNIKLSSPVKR  1050
gi|110347402|ref|NP_034196.3| DPLELFLVGECENMQLSYIHSKVKVIYKAPSENWAMEGGTDPETTLPGAEDGKTYFFQLWYNQEYARFESPPKTQPTEDNKHKFCLSCIRLAELRQKEMPKVLEQIEEVDGRVYCSSITKNGVVYRLGDSVYLPPEAFTFNIKVASPVKR  1050
gi|29789295|ref|NP_445806.1| DPLELFLVGECENMQLSYIHSKVKVIYRGPSPNWAMEGGMDPEAMLPGAEDGKTYFYQFWYSQDYARFESPPKTQPAEDNKHKFCLSCIRLAELRQKEMPKVLEQLEEVDGRVYCSSITKNGVVYRLGDSVYLPPEAFTFNIKMASPMKR  1050
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gi|195927037|ref|NP_001124295.1| PRKEPVDEDLYP-EHYRKYSDYIKGSNLDAPEPYRIGRIKEIFCPKKSNGRPNETDIKIRVNKFYRPENTHKSTPASYHADINLLYWSDEEAVVDFKAVQGRCTVEYGEDLPECVQVYSMGGPNRFYFLEAYNAKSKSFEDPPNHARSPG  1200
gi|114675304|ref|XP_001163764.1| PRKEPVDEDLYP-EHYRKYSDYIKGSNLDAPEPYRIGRIKEIFCPKKSNGRPNETDIKIRVNKFYRPENTHKSTPASYHADINLLYWSDEEAVVDFKAVQGRCTVEYGEDLPECVQVYSMGGPNRFYFLEAYNAKSKSFEDPPNHARSPG  1200
gi|73986989|ref|XP_533919.2| PRKEPVDEDLYP-EHYRKYSDYIKGSNLDAPEPYRIGRIKEIFCTKKSNGRPNETDIKIRINKFYRPENTHKSTPASYHADINLLYWSDEEVVVDFKAVQGRCTVEYGEDLPGCLQDFSAGGPDRFYFLEAYNAKNKSFEDPPNHARSPG  1200
gi|32880212|ref|NP_872592.1| PRKEPVDEALYP-EHYRKYSDYIKGSNLDAPEPYRIGRIKEIFCSKKSNGRPNETDIKIRVNKFYRPENTHKSTPASYHADINLLYWSDEEAVVDFKAVQGRCTVEYGEDLPQCLQDFSAGGPDRFYFLEAYNAKSKSFEDPPNHARSTG  1200
gi|110347402|ref|NP_034196.3| PKKDPVNETLYP-EHYRKYSDYIKGSNLDAPEPYRIGRIKEIHCGKKKG-KVNEADIKLRLYKFYRPENTHRSYNGSYHTDINMLYWSDEEAVVNFSDVQGRCTVEYGEDLLESIQDYSQGGPDRFYFLEAYNSKTKNFEDPPNHARSPG  1200
gi|29789295|ref|NP_445806.1| SKRDPVNENPVPRDTYRKYSDYIKGSNLDAPEPYRIGRIKEIYCGKKKGGKVNEADIKIRLYKFYRPENTHKSIQATYHADINLLYWSDEEAVVDFSDVQGRCTVEYGEDLLESIQDYSQGGPDRFYFLEAYNSKTKSFEDPPNHARSPG  1200
                         ......1060......1070......1080......1090......1100......1110......1120......1130......1140......1150......1160......1170......1180......1190......1200

                                  **********.: * *..**.* *  ******************:*********:********:*******:****:****:***:*:*******.*** **:* *********************************************
gi|195927037|ref|NP_001124295.1| NKGKGKGKGKGKPKSQACEPSEPEIEIKLPKLRTLDVFSGCGGLSEGFHQAGISDTLWAIEMWDPAAQAFRLNNPGSTVFTEDCNILLKLVMAGETTNSRGQRLPQKGDVEMLCGGPPCQGFSGMNRFNSRTYSKFKNSLVVSFLSYCDY  1350
gi|114675304|ref|XP_001163764.1| NKGKGKGKGKGKPKSQACEPSEPEIEIKLPKLRTLDVFSGCGGLSEGFHQAGISDTLWAIEMWDPAAQAFRLNNPGSTVFTEDCNILLKLVMAGETTNSRGQRLPQKGDVEMLCGGPPCQGFSGMNRFNSRTYSKFKNSLVVSFLSYCDY  1350
gi|73986989|ref|XP_533919.2| NKGKGKGKGKGKAKSQTCEPSEPETEIKLPKLRTLDVFSGCGGLSEGFHQAGISETLWAIEMWDPAAQAFRLNNPGSTVFTEDCNVLLKLVMAGEATNSRGQKLPQKGDVEMLCGGPPCQGFSGMNRFNSRTYSKFKNSLVVSFLSYCDY  1350
gi|32880212|ref|NP_872592.1| NKGKGKGKGKNRTKSQTCEPSELETEIKLPKLRTLDVFSGCGGLSEGFHQAGISETLWAIEMWDPAAQAFRFNNPGSTVFTKDCNVLVKLVMAGEVTNSRGQKLLQKGDVEMLCGGPPCQGFSGMNRFNSRTYSKFKNSLVVSFLSYCDY  1350
gi|110347402|ref|NP_034196.3| NKGKGKGKGKGKGKHQVSEPKEPEAAIKLPKLRTLDVFSGCGGLSEGFHQAGISETLWAIEMWDPAAQAFRLNNPGTTVFTEDCNVLLKLVMAGEVTNSLGQRLPQKGDVEMLCGGPPCQGFSGMNRFNSRTYSKFKNSLVVSFLSYCDY  1350
gi|29789295|ref|NP_445806.1| NKGKGKGKGKGKGKPQVSEPKEPEAAIKLPKLRTLDVFSGCGGLTEGFHQAGISETLWAIEMWEPAAQAFRLNNPGTTVFTEDCNVLLKLVMAGEVTNSLGQRLPQKGDVEMLCGGPPCQGFSGMNRFNSRTYSKFKNSLVVSFLSYCDY  1350
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gi|195927037|ref|NP_001124295.1| YRPRFFLLENVRNFVSFKRSMVLKLTLRCLVRMGYQCTFGVLQAGQYGVAQTRRRAIILAAAPGEKLPLFPEPLHVFAPRACQLSVVVDDKKFVSNITRLSSGPFRTITVRDTMSDLPEVRNGASALEISYNGEPQSWFQRQLRGAQYQP  1500
gi|114675304|ref|XP_001163764.1| YRPRFFLLENVRNFVSFKRSMVLKLTLRCLVRMGYQCTFGVLQAGQYGVAQTRRRAIILAAAPGEKLPLFPEPLHVFAPRACQLSVVVDDKKFVSNITRLSSGPFRTITVRDTMSDLPEVRNGASALEISYNGEPQSWFQRQLRGAQYQP  1500
gi|73986989|ref|XP_533919.2| YRPRYFLLENVRNFVSFKRSMVLKLTLRCLVRMGYQCTFGVLQAGQYGVAQTRRRAIILAAAPGEKLPLFPEPLHVFAPRACQLSVVVDDKKFVSNITRLSSGPFRTITVRDTMSDLPEVRNGASALEILYNGEPQSWFQRQLRGSQYQP  1500
gi|32880212|ref|NP_872592.1| YRPRYFLLENVRNFVSFKRSMVLKLTLRCLVRRGYQCTFGVLQAGQYGVAQTRRRAIILAAAPGEPLPLFPEPLHVFAPRACQLSVVVDDKKFVSNITRLSSGPFRTITVRDTMSDLPEIRNGASALEISYNREPQSWFQRQLRGSQYQP  1500
gi|110347402|ref|NP_034196.3| YRPRFFLLENVRNFVSYRRSMVLKLTLRCLVRMGYQCTFGVLQAGQYGVAQTRRRAIILAAAPGEKLPLFPEPLHVFAPRACQLSVVVDDKKFVSNITRLSSGPFRTITVRDTMSDLPEIQNGASNSEIPYNGEPLSWFQRQLRGSHYQP  1500
gi|29789295|ref|NP_445806.1| YRPRFFLLENVRNSVSFRRSMVLKLTLRCLVRMGYQCTFGVLQAGQYGVAQTRRRAIILAAAPGEKLPLFPEPLHVFAPRACQLSVVVDDKKFVSNITRLSSGPFRTITVRDTMSDLPEIQNGASAPEISYNGEPQSWFQRQLRGSHYQP  1500
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gi|195927037|ref|NP_001124295.1| ILRDHICKDMSALVAARMRHIPLAPGSDWRDLPNIEVRLSDGTMARKLRYTHHDRKNGRSSSGALRGVCSCVEAGKACDPAARQFNTLIPWCLPHTGNRHNHWAGLYGRLEWDGFFSTTVTNPEPMGKQGRVLHPEQHRVVSVRECARSQ  1650
gi|114675304|ref|XP_001163764.1| ILRDHICKDMSALVAARMRHIPLAPGSDWRDLPNIEVRLSDGTMARKLRYTHHDRKNGRSSSGALRGVCSCVEAGKACDPAARQFNTLIPWCLPHTGNRHNHWAGLYGRLEWDGFFSTTVTNPEPMGKQGRVLHPEQHRVVSVRECARSQ  1650
gi|73986989|ref|XP_533919.2| ILRDHICKDMSALVAARMRHIPLAPGSDWRDLPNIEVRLSDGTMARKLRYTYHDKKNGCSSTGALRGVCSCVEAGKACDSAARQFNTLIPWCLPHTGNRHNHWAGLYGRLEWDGFFSTTVTNPEPMGKQGRVLHPEQHRVVSVRECARSQ  1650
gi|32880212|ref|NP_872592.1| ILRDHICKDMSALVAARMRHIPLAPGSDWRDLPNIEVRLSDGTLARKLRYNYHDKKNGCSSSGALRGVCSCVE-GKPCEPAARQFNTLIPWCLPHTGNRHNHWAGLYGRLEWDGFFSTTVTNPEPMGKQGRVLHPEQHRVVSVRECARSQ  1650
gi|110347402|ref|NP_034196.3| ILRDHICKDMSPLVAARMRHIPLFPGSDWRDLPNIQVRLGDGVIAHKLQYTFHDVKNGYSSTGALRGVCSCAE-GKACDPESRQFSTLIPWCLPHTGNRHNHWAGLYGRLEWDGFFSTTVTNPEPMGKQGRVLHPEQHRVVSVRECARSQ  1650
gi|29789295|ref|NP_445806.1| ILRDHICKDMSALVAARMRHIPLSPGSDWRDLPNIQVRLRDGVITNKLRYTFHDTKNGCSSTGALRGVCSCAE-GKTCDPASRQFNTLIPWCLPHTGNRHNHWAGLYGRLEWDGFFSTTVTNPEPMGKQGRVLHPEQHRVVSVRECARSQ  1650
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gi|114675304|ref|XP_001163764.1| GFPDTYRLFGNILDKHRQVGNAVPPPLAKAIGLEIKLCMLAKARESASAKIK--EEEAAKD  1711
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