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gi|116268123|ref|NP_034041.2| ---------------MEPISVSIYT---SDNYSEE-VGSGDYDS-NKEPCFRDENVHFNRIFLPTIYFIIFLTGIVGNGLVILVMGYQKKLRSMTDKYRLHLSVADLLFVITLPFWAVDAMADWYFGKFLCKAVHIIYTVNLYSSVLILA   150
gi|59709461|ref|NP_071541.2| --------------------MEIYT---SDNYSEE-VGSGDYDS-NKEPCFRDENENFNRIFLPTIYFIIFLTGIVGNGLVILVMGYQKKLRSMTDKYRLHLSVADLLFVITLPFWAVDAMADWYFGKFLCKAVHIIYTVNLYSSVLILA   150
gi|4503175|ref|NP_003458.1| -----------------MEGISIYT---SDNYTEE-MGSGDYDS-MKEPCFREENANFNKIFLPTIYSIIFLTGIVGNGLVILVMGYQKKLRSMTDKYRLHLSVADLLFVITLPFWAVDAVANWYFGNFLCKAVHVIYTVNLYSSVLILA   150
gi|57113965|ref|NP_001009047.1| -----------------MEGISIYT---SDNYTEE-MGSGDYDS-MKEPCFREENANFNKIFLPTIYSIIFLTGIVGNGLVILVMGYQKKLRSMTDKYRLHLSVADLLFVITLPFWAVDAVANWYFGNFLCKAVHVIYTVNLYSSVLILA   150
gi|73984328|ref|XP_541020.2| MSADPVTFPSQKLTSLPLPLLQIYP---SDNYTEEDLGSGDYDS-MKEPCFREENAHFNRIFLPTVYSIIFLTGIVGNGLVILVMGYQKKLRSMTDKYRLHLSVADLLFVLTLPFWAVEAVANWYFGNFLCKAVHVIYTVNLYSSVLILA   150
gi|27805835|ref|NP_776726.1| -----------------MEGIRIFT---SDNYTEDDLGSGDYDS-MKEPCFREENAHFNRIFLPTVYSIIFLTGIVGNGLVILVMGYQKKLRSMTDKYRLHLSVADLLFVLTLPFWAVDAVANWYFGKFLCKAVHVIYTVNLYSSVLILA   150
gi|45382915|ref|NP_989948.1| -----------MDGLDLSSGILIEF---ADNGSEE-IGSADYGD-YGEPCFQHENADFNRIFLPTIYSIIFLTGIIGNGLVIIVMGYQKKQRSMTDKYRLHLSVADLLFVITLPFWSVDAAISWYFGNVLCKAVHVIYTVNLYSSVLILA   150
gi|292620374|ref|XP_002664268.1| --------------MAYYEHIVFEDDLSADNSSEF--GSGDIGANFEVPCDVEVSHDFQRIFLPTVYGIIFVLGLIGNGLVVLVMGCQKKSRTMTDKYRLHLSVADLLFVLTLPFWAVDAAKDWYFGGFMCVAVHMIYTVNLYSSVLILA   150
gi|292617472|ref|XP_002663363.1| --------------MAYYEHIVFEDDLSADNSSEF--GSGDIGANFEVPCDVEVSHDFQRIFLPTVYGIIFVLGLIGNGLVVLVMGCQKKSRTMTDKYRLHLSVADLLFVLTLPFWAVDAAKDWYFGGFMCVAVHMIYTVNLYSSVLILA   150
gi|40254673|ref|NP_571957.2| --------------MAYYGHIVFEDDLSADNSSEF--GSGDIGANFEVPCDVEVSHDFQRIFLPTVYGIIFALGLIGNGLVVLVMGCQKKSRTMTDKYRLHLSVADLLFVLTLPFWAVDVAKDWYFGGFMCVAVHMIYTVNLYSSVLILA   150
gi|18858507|ref|NP_571909.1| --------------MEFYDSIILD------NSSDS--GSGDYDG--EELCDLSVSNDFQKIFLPTVYGIIFVLGIIGNGLVVLVMGFQKKSKNMTDKYRLHLSIADLLFVLTLPFWAVDAVSGWHFGGFLCVTVNMIYTLNLYSSVLILA   150
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gi|116268123|ref|NP_034041.2| FISLDRYLAIVHATNSQRPRKLLAEKAVYVGVWIPALLLTIPDFIFADVSQGDISQGDDRYICDRLYPDS---LWMVVFQFQHIMVGLVLPGIVILSCYCIIISKLS-HSKG-HQKRKALKTTVILILAFFACWLPYYVGISIDSFILLG   300
gi|59709461|ref|NP_071541.2| FISLDRYLAIVHATNSQRPRKLLAEKAVYVGVWIPALLLTIPDIIFADVSQG-----DGRYICDRLYPDS---LWMVVFQFQHIMVGLILPGIVILSCYCIIISKLS-HSKG-HQKRKALKTTVILILAFFACWLPYYVGISIDSFILLE   300
gi|4503175|ref|NP_003458.1| FISLDRYLAIVHATNSQRPRKLLAEKVVYVGVWIPALLLTIPDFIFANVSEA-----DDRYICDRFYPND---LWVVVFQFQHIMVGLILPGIVILSCYCIIISKLS-HSKG-HQKRKALKTTVILILAFFACWLPYYIGISIDSFILLE   300
gi|57113965|ref|NP_001009047.1| FISLDRYLAIVHATNSQRPRKLLAEKVVYVGVWIPALLLTIPDFIFANVSEA-----DDRYICDRFYPND---LWVVVFQFQHIMVGLILPGIVILSCYCIIISKLS-HSKG-HQKRKALKTTVILILAFFACWLPYYIGISIDSFILLE   300
gi|73984328|ref|XP_541020.2| FISLDRYLAIVHATNSQRPRKLLAEKVVYVGVWIPALLLTIPDFIFANVREA-----DDRYICDRFYPND---SWLVVFQFQHIMVGLILPGIVILSCYCIIISKLS-HSKG-YQKRKALKTTVILILAFFACWLPYYIGISIDSFILLE   300
gi|27805835|ref|NP_776726.1| FISLDRYLAIVHATNSQKPRKLLAEKVVYVGVWLPAVLLTIPDLIFADIKEV-----DERYICDRFYPSD---LWLVVFQFQHIVVGLLLPGIVILSCYCIIISKLS-HSKG-YQKRKALKTTVILILTFFACWLPYYIGISIDSFILLE   300
gi|45382915|ref|NP_989948.1| FISLDRYLAIVHATNSQRPRKLLAEKIVYVGVWLPAVLLTVPDIIFASTSEV-----EGRYLCDRMYPHD---NWLISFRFQHILVGLVLPGLIILTCYCIIISKLS-HSKG-HQKRKALKTTVILILTFFACWLPYYIGISIDTFILLG   300
gi|292620374|ref|XP_002664268.1| FISLDRYLAVVRATNSQGPRKLLANRIIYVGVWLPAALLTVPDLVFAKAESS-----AIRTFCERIYPQDSFVTWVVAFRFQHILVGFVLPGLVILICYCIIISKLSRGSKG-TQKRKALKTTVVLIVCFFVCWLPYCGGILLDTLMMLE   300
gi|292617472|ref|XP_002663363.1| FISLDRYLAVVRATNSQGPRKLLANRIIYVGVWLPAALLTVPDLVFAKAESS-----AIRTFCERIYPQDSFVTWVVAFRFQHILVGFVLPGLVILICYCIIISKLSRGSKG-TQKRKALKTTVVLIVCFFVCWLPYCGGILLDTLMMLE   300
gi|40254673|ref|NP_571957.2| FISLDRYLAVVRATNSQGPRKLLANRIIYVGVWLPAALLTVPDLVFAKAESS-----AIRTFCERIYPQDSFVTWVVAFRFQHILVGFVLPGLVILICYCIIISKLSRGSKG-TQKRKALKTTVVLIVCFFVCWLPYCGGILLDTLMMLE   300
gi|18858507|ref|NP_571909.1| FISLDRYLAVVRATNSQNLRKLLAGRVIYIGVWLPATFFTIPDLVFAKIHNS-----SMGTICELTYPQEANVIWKAVFRFQHIIIGFLLPGLIILTCYCIIISKLSKNSKGQTLKRKALKTTVILILCFFICWLPYCAGILVDALTMLN   300
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gi|116268123|ref|NP_034041.2| VIKQGCDFESIVHKWISITEALAFFHCCLNPILYAFLGAKFKSSAQHALNSMSRGSSLKILSKGKRGGHSSVSTESESSSFHSS   384
gi|59709461|ref|NP_071541.2| VIKQGCEFESVVHKWISITEALAFFHCCLNPILYAFLGAKFKSSAQHALNSMSRGSSLKILSKGKRGGHSSVSTESESSSFHSS   384
gi|4503175|ref|NP_003458.1| IIKQGCEFENTVHKWISITEALAFFHCCLNPILYAFLGAKFKTSAQHALTSVSRGSSLKILSKGKRGGHSSVSTESESSSFHSS   384
gi|57113965|ref|NP_001009047.1| IIKQGCEFENTVHKWISITEALAFFHCCLNPILYAFLGAKFKTSAQHALTSVSRGSSLKILSKGKRGGHSSVSTESESSSFHSS   384
gi|73984328|ref|XP_541020.2| IIKQGCEFEKTVHKWISITEALAFFHCCLNPILYAFLGAKFKTSAQHALTSVSRGSSLKILSKGKRGGHSSVSTESESSSFHSS   384
gi|27805835|ref|NP_776726.1| IIQQGCEFESTVHKWISITEALAFFHCCLNPILYAFLGAKFKTSAQHALTSVSRGSSLKILSKGKRGGHSSVSTESESSSFHSS   384
gi|45382915|ref|NP_989948.1| VIRHRCSLDTIVHKWISITEALAFFHCCLNPILYAFLGAKFKTSAQNALTSVSRGSSLKILSKSKRGGHSSVSTESESSSFHSS   384
gi|292620374|ref|XP_002664268.1| VIPHSCELEQGLQKWIFVTEALAYFHCCLNPILYAFLGVKFKKSARSALS-PSRGSSLKILSK-KRTGMSSVSTESESSSFHSS   384
gi|292617472|ref|XP_002663363.1| VIPHSCELEQGLQKWIFVTEALAYFHCCLNPILYAFLGVKFKKSARSALS-PSRGSSLKILSK-KRTGMSSVSTESESSSFHSS   384
gi|40254673|ref|NP_571957.2| VIPHSCELEQGLQKWIFVTEALAYFHCCLNPILYAFLGVKFKKSARSALS-PSRGSSLKILSK-KRTGMSSVSTESESSSFHSS   384
gi|18858507|ref|NP_571909.1| VISHSCFLEQGLEKWIFFTEALAYFHCCLNPILYAFLGVRFSKSARNALS-ISSRSSHKMLTK-KRGPISSVSTESESSSALTS   384
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