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gi | 22547182| ref | NP_003403. 2|  MELBAGPQYPAI GVIIFGASREHSA L P L P FLFRNRGEGDAAAA L FAASAGGFGG LLFPCL 150
gi | 114589701 r ef | XP_516806. 2| il L P L P FL FRNRGFGBAAAAA L FAASAGGEGG LLEPGL 150
gi | 42476265] r ef | NP_033599. 2|  NLLBAGP@YPAI L P L P FLFRNRCFCDAAAAA L FAASAGGFGG LLFSGL 150
gi | 12083617| ref | NP_073168. 1| NLLDAGPGYPAI G L P L P FLFRNRGFCDAAAAA L FAASAGGFGG LLFSGL 150
gi | 45383626 ref | NP_989585. 1]  MLLDAGPGYPAI G L PCY- - AMAL P FLFRNRGFGEAAAA L FASAAGGFGG I LFPGL 150
gi | 18859577| ref | NP_571008. 1|  MLLBAG IC LGS PGYA- AAAL P FLFRNRGFG LFASAAGSFAG LLFPGL 150
gi | 76661198] r ef | XP_594986. 2|  NLLDAGPGYPAI G g L P L P FLFRNRGFG L FAASAGSFGG LLFPCL 150
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gi | 22547182 ref | NP_003403. 2|
gi | 114589701 r ef | XP_516806. 2|
gi | 42476265] ref | NP_033599. 2|
gi | 12083617 ref | NP_073168. 1]
gi | 45383626] r ef | NP_989585. 1]
gi | 18859577 ref | NP_571008. 1|
gi | 76661198] r ef | XP_594986. 2|

LC 1 ICACAF E(E| 300
LC | ICACAF EE| 300
| | ICACAF :Cl 300
ICACAF EE| 300

ICACAF EE| 300

ICACAF :Cl 300

ICACAF EE 300

>>>>>>> *

gi | 22547182 r ef | NP_003403. 2| 450
gi | 114589701 r ef | XP_516806. 2| 450
gi | 42476265] r ef | NP_033599. 2| 450
gi | 12083617| ref | NP_073168. 1] 450
gi | 45383626| r ef | NP_989585. 1] 450
gi | 18859577 ref | NP_571008. 1] 450
gi | 76661198] r ef | XP_594986. 2| 450

gi | 22547182 r ef | NP_003403. 2|
gi | 114589701 r ef | XP_516806. 2|
gi | 42476265] r ef | NP_033599. 2|
gi | 12083617 ref | NP_073168. 1]
gi | 45383626 r ef | NP_989585. 1]
gi | 18859577 ref | NP_571008. 1
gi | 76661198] r ef | XP_594986. 2|



