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gi|4758250|ref|NP_004084.1| --MA-VRRDSVWKYCWGVLMVLC-------------------RTAIS------------------------------KSIVLEP------------------------------------------------------------------   150
gi|114650617|ref|XP_001134800.1| --MA-VRRDSVWKYCWGVLMVLC-------------------RTAIS------------------------------KSIVLEP------------------------------------------------------------------   150
gi|31542597|ref|NP_034241.2| MAMARSRRDSVWKYCWGLLMVLC-------------------RTAIS------------------------------RSIVLEP------------------------------------------------------------------   150
gi|109503590|ref|XP_225050.4| MAMARSRRDSVWKYCWGLLMVLC-------------------RTAIS------------------------------RSIVLEP------------------------------------------------------------------   150
gi|73989471|ref|XP_854550.1| --MA-ARRDSVWKYYWGVLMVLC-------------------RPAIS------------------------------RSIVLEP------------------------------------------------------------------   150
gi|194671926|ref|XP_001787972.1| MTTPRPRRGSSLRRSRPRPLCAAGRARGVTAAGGFRCGRGARRPAASGRCGFAEAAARRGAPGARAPKGLGEKNARLPSASLSPSPPRFAVTLGRCERVPIKETVRRRARGEALPSWGQGLGARPPRRIPGRRALPLPAPVHWDRAPRPA   150
gi|45382249|ref|NP_990155.1| -MAARRRDASACKYCWGALMVLW-------------------RTALA------------------------------KSIVLDP------------------------------------------------------------------   150
gi|18858593|ref|NP_571098.1| ------MGDSLWRYYFGVLVIAC-------------------KVNLS------------------------------RALILDS------------------------------------------------------------------   150
gi|71984507|ref|NP_501955.2| ------MQIATFILLSLFPFIG-------------------------------------------------------WARKIPD------------------------------------------------------------------   150
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gi|4758250|ref|NP_004084.1| ----IYWNSSNSKFLPG-QGLVLYPQIGDKLDIICPKVDSKTVGQYEYYKVYMVDKDQADRCTIKKENTPLLNCAKPDQDIKFTIKFQEFSPNLWGLEFQKNKDYYIISTSNGSLEGLDNQEGGVCQTRAMKILMKVGQDASSAGSTRNK   300
gi|114650617|ref|XP_001134800.1| ----IYWNSSNSKFLPG-QGLVLYPQIGDKLDIICPKVDSKTVGQYEYYKVYMVDKDQADRCTIKKENTPLLNCAKPDQDIKFTIKFQEFSPNLWGLEFQKNKDYYIISTSNGSLEGLDNQEGGVCQTRAMKILMKVGQDASSAGSTRNK   300
gi|31542597|ref|NP_034241.2| ----IYWNSSNSKFLPG-QGLVLYPQIGDKLDIICPKVDSKTVGQYEYYKVYMVDKDQADRCTIKKENTPLLNCARPDQDVKFTIKFQEFSPNLWGLEFQKNKDYYIISTSNGSLEGLDNQEGGVCQTRAMKILMKVGQDASSAGSARNH   300
gi|109503590|ref|XP_225050.4| ----IYWNSSNSKFLPG-QGLVLYPQIGDKLDIICPKVDSKTVGQYEYYKVYMVDKEQADRCTIKKENTPLLNCARPDQDVKFTIKFQEFSPNLWGLEFQKNKDYYIISTSNGSLEGLDNQEGGVCQTRAMKILMKVGQDASSAGSTRNN   300
gi|73989471|ref|XP_854550.1| ----IYWNSSNSKFLPG-QGLVLYPQIGDKLDIICPKVDSKTVGQYEYYKVYMVDKDQADRCTIKKENTPLLNCARPDQDVKFTIKFQEFSPNLWGLEFQKNRDYYIISTSNGSLEGLDNQEGGVCQTRAMKILMKVGQDASSAGSARHN   300
gi|194671926|ref|XP_001787972.1| FGAEISWNSSNSKFLPG-QGLVLYPQIGDKLDIICPKVDSKTVGQYEYYKVYMVDKDQADRCTIKKENTPLLNCARPDQDVKFTIKFQEFSPNLWGLEFQKNRDYYIISTSNGSLEGLDNQEGGVCQTRAMKILMKVGQDASSAGSTRHS   300
gi|45382249|ref|NP_990155.1| ----IYWNSSNPKFLPG-QGLVLYPQIGDKLDIICPKVDSKTVGQYEYYKVYMVDKDQADSCAIRKDNTPLLNCAKPDQDVKFTIKFQEFSPNLWGLEFQKNKDYYVISTSNGSLEGLNNQEGGVCQTKTMKILMKVGQDPNSAGLPRST   300
gi|18858593|ref|NP_571098.1| ----IYWNTTNTKFVPG-QGLVLYPQIGDKMDIVCPRVEGGSMEGVEYYKLYMVPLEQLKSCQVTKADTPLLNCVKPDQDVKFTLKFQEFSPNLWGLEFFRGKDYYIISTSNGTMEGLDNQEGGVCKTKSMKIIMKVGQNPSDPISPKD-   300
gi|71984507|ref|NP_501955.2| ----INWISSNPIFDVSNTDHVISVHIGDRVSIRCPKSD--ETGKYEYSYIYMVSDEEYDHCFLSKP-RLVGACDNQTINASINIVFRSFTPTPGGFEFQPGKNYFLISTSDGTLEGIDRKKDGLCTAKQMKIKFEVGQDRRGIENPKFA   300
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gi|4758250|ref|NP_004084.1| DPTRRPELEAGTNGRSSTTSP-------------FVKPNP----GSSTDGNSAGHSGNNILGSEVALFAGIASGCIIFIVIIITLVVLLLKYRRRHRKHSPQHTTTLSLSTLATPKRSG---NNNGSEPSDIIIPLRTADSVFCPHYEKV   450
gi|114650617|ref|XP_001134800.1| DPTRRPELEAGTNGRSSTTSP-------------FVKPNP----GSSTDGNSAGHSGNNILGSEVALFAGIASGCIIFIVIIITLVVLLLKYRRRHRKHSPQHTTTLSLSTLATPKRSG---NNNGSEPSDIIIPLRTADSVFCPHYEKV   450
gi|31542597|ref|NP_034241.2| GPTRRPELEAGTNGRSSTTSP-------------FVKPNP----GSSTDGNSAGHSGNNLLGSEVALFAGIASGCIIFIVIIITLVVLLLKYRRRHRKHSPQHTTTLSLSTLATPKRGG---NNNGSEPSDVIIPLRTADSVFCPHYEKV   450
gi|109503590|ref|XP_225050.4| DPTRRPELEAGTNGRITSDAPPDRFSLADAGSRSPLTPSQ----SSSTDGNSAGHSGNNLLGSEVALFAGIASGCIIFIVIIITLVVLLLKYRRRHRKHSPQHTTTLSLSTLATPKRGG---NNNGSEPSDVIIPLRTADSVFCPHYEKV   450
gi|73989471|ref|XP_854550.1| DPTRRPELEAGTNGRSSTTSP-------------FVKPNPVSKVGSSTDGSSAGHSGNNILGSEVALFAGIASGCIIFIVIIITLVVLLLKYRRRHRKHSPQHTATLSLSTLATPKRGG---NNNGSEPSDIIIPLRTADSVFCPHYEKV   450
gi|194671926|ref|XP_001787972.1| DPTRRPEFEAGTNGRSSTTSP-------------FVKPNS----GSSTDGSSAGHSGSNILGSEVALFAGIASGCIIFIVIIITLVVLLLKYRRRHRKHSPQHTATLSLSTLATPKRGG---NNNGSEPSDIIIPLRTADSVFCPHYEKV   450
gi|45382249|ref|NP_990155.1| DPTKRPEQEAGTNGKSSTTSP-------------FVKDHS----GSSTDGSKAGHS--SILGSEVALFAGIASGCIIFIVIIITLVVLLLKYRRRHRKHSPQHTTTLSLSTLATPKRSG---NNNGSEPSDIIIPLRTADSVFCPHYEKV   450
gi|18858593|ref|NP_571098.1| YPTSYPPKHPDLGGKDSKSNE-------------VLKPDA----SPHGEDKGDGNKSSSVIGSEVALFACIASASVIVIIIIIMLVFLLLKYRRRHRKHSPQHATTLSLSTLATPKRGGSGGNNNGSEPSDIIIPLRTADSVFCPHYEKV   450
gi|71984507|ref|NP_501955.2| ARTLKKDRDAEHSTPVMYVVHD----------------------ESDIDDDDDGSN---------------ACSYFVSIVVLLASRYLL-------------------------------------------------------------   450
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gi|4758250|ref|NP_004084.1| SGDYGHPVYIVQEMPPQSPANIYYKV   476
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gi|73989471|ref|XP_854550.1| SGDYGHPVYIVQEMPPQSPANIYYKV   476
gi|194671926|ref|XP_001787972.1| SGDYGHPVYIVQEMPPQSPANIYYKV   476
gi|45382249|ref|NP_990155.1| SGDYGHPVYIVQEMPPQSPANIYYKV   476
gi|18858593|ref|NP_571098.1| SGDYGHPVYIVQEMPPQSPANIYYKV   476
gi|71984507|ref|NP_501955.2| --------------------------   476
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