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gi|73983635|ref|XP_854729.1| QLGTMPSTYSTLFLSGQGLAGIFAALAMLMSMASGVDAQTSALGYFITPCVGIFVSIVCYLSLPHLEFARYYLAKKPSQAQGQELETKAELLQSDEKNGIPNSPQKVALTLDLDAEKDPELEPEEPQKPEKPSVFIVFQKIWLTALCLVL   300
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gi|13929038|ref|NP_113926.1| VFTVTLSVFPAITAMVTTSSNSPGKWSQFFNPICCFLLFNVMDWLGRSLTSYFLWPDEDSQ-LLPLLVCLRFLFVPLFMLCHVPQRARLPIIFWQDAYFITFMLLFAISNGYFVSLTMCLAPRQVLPHEREVAGALMTFFLALGLSCGAS   450
gi|38708299|ref|NP_001523.2| VFTVTLSVFPAITAMVTSST-SPGKWSQFFNPICCFLLFNIMDWLGRSLTSYFLWPDEDSR-LLPLLVCLRFLFVPLFMLCHVPQRSRLPILFPQDAYFITFMLLFAVSNGYLVSLTMCLAPRQVLPHEREVAGALMTFFLALGLSCGAS   450
gi|114638694|ref|XP_001171483.1| VFTVTLSVFPAITAMVTSST-SPGKWSQFFNPICCFLLFNIMDWLGRSLTSYFLWPDEDSR-LLPLLVCLRFLFVPLFMLCHVPQRSRLPILFPQDAYFITFMLLFAVSNGYLVSLTMCLAPRQVLPHEREVAGALMTFFLALGLSCGAS   450
gi|73983635|ref|XP_854729.1| VFTVTLSVFPAITAMVTSST-SPGKWSRFFNPICCFLLFNIMDWVGRSLTSYFLWPDEDSR-LLPLLVCLRVLFVPLFMLCHVPERSRLPILFPQDAYFITFMLLFAVSNGYLMSLTMCLAPRQVLPHEREVAGTLMTFFLALGLSCGAA   450
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